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^:3<160> 29 

p|cl70> FastSEQ for Windows Version 4.0 

JJ<:210> 1 

i;^^*;211> 2743 

= ''<212> DNA 

!;'3:213> Homo sapiens 

=; <22 0> 

R221> CDS 

=&222> (59) . . . (1183) 

,p;400> 1 

paagaaaagta aaaggaagaa acaagaacaa gaaaaaagat tatattgatt ttaaaatc 58 
i".^tg caa aaa ctg caa etc tgt gtt tat att tac ctg ttt atg ctg att 106 
' Met Gin Lys Leu Gin Leu Cys Val Tyr lie Tyr Leu Phe Met Leu lie 
15 10 15 

gtt get ggt cca gtg gat eta aat gag aac agt gag caa aaa gaa aat 154 
Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 
20 25 30 

gtg gaa aaa gag ggg ctg tgt aat gca tgt act tgg aga caa aac act 2 02 

Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 
35 40 45 

aaa tct tea aga ata gaa gee att aag ata caa ate etc agt aaa ett 250 
Lys Ser Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 
50 55 60 

egt etg gaa aca get eet aac ate age aaa gat gtt ata aga caa ett 298 
Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Val lie Arg Gin Leu 
65 70 75 80 

tta ccc aaa get eet eca etc egg gaa ctg att gat cag tat gat gtc 346 
Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val 
85 90 95 



2 

cag agg gat gac age age gat ggc tct ttg gaa gat gac gat tat cac 3 94 

Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
100 105 110 

get aca acg gaa aca ate att aee atg cct aca gag tct gat ttt eta 442 
Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe Leu 
115 120 125 

atg caa gtg gat gga aaa cce aaa tgt tgc ttc ttt aaa ttt age tct 490 
Met Gin Val Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 

aaa ata caa tac aat aaa gta gta aag gee caa eta tgg ata tat ttg 53 8 

Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr Leu 
145 150 155 160 

aga ccc gtc gag act cct aca aca gtg ttt gtg caa ate ctg aga etc 586 
Arg Pro Val Glu Thr Pro Thr Thr Val Phe Val Gin lie Leu Arg Leu 
165 170 175 

ate aaa cet atg aaa gac ggt aca agg tat act gga ate cga tct ctg 634 
iile Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 
;|J 180 185 190 

J^aa ctt gac atg aac eca ggc act ggt att tgg cag age att gat gtg 682 
Liys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser lie Asp Val 
%J 195 200 205 

;=^ag aca gtg ttg caa aat tgg etc aaa caa cct gaa tec aac tta ggc 730 
"=Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
L. 210 215 220 

=fatt gaa ata aaa get tta gat gag aat ggt cat gat ctt get gta acc 778 
ntle Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
=p25 230 235 240 

i-ttc cca gga cea gga gaa gat ggg ctg aat ccg ttt tta gag gtc aag 82 6 

" Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys 
245 250 255 

gta aca gac aca cca aaa aga tec aga agg gat ttt ggt ctt gac tgt 874 
Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 
260 265 270 

gat gag cac tea aca gaa tea cga tgc tgt cgt tac cct eta act gtg 922 
Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 

gat ttt gaa get ttt gga tgg gat tgg att ate get cct aaa aga tat 97 0 

Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 
290 295 300 

aag gee aat tac tgc tct gga gag tgt gaa ttt gta ttt tta caa aaa 1018 
Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 

tat cct cat act cat ctg gta cac caa gca aac ccc aga ggt tea gca 1066 
Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 
325 330 335 



3 

ggc cct tgc tgt act ccc aca aag atg tct cca att aat atg eta tat 1114 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 
340 345 350 

ttt aat ggc aaa gaa caa ata ata tat ggg aaa att cca gcg atg gta 1162 
Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met Val 
355 360 365 

gta gac cgc tgt ggg tgc tea tgagatttat attaagcgtt cataacttcc 1213 
Val Asp Arg Cys Gly Cys Ser 
370 375 

taaaacatgg aaggttttcc cctcaacaat tttgaagctg tgaaattaag taccacaggc 1273 

tataggccta gagtatgcta cagtcactta agcataagct acagtatgta aactaaaagg 13 33 

gggaatatat gcaatggttg gcatttaacc atccaaacaa atcatacaag aaagttttat 1393 

gatttccaga gtttttgagc tagaaggaga tcaaattaca tttatgttcc tatatattac 14 53 

aacatcggcg aggaaatgaa agcgattctc cttgagttct gatgaattaa aggagtatgc 1513 

tttaaagtct atttctttaa agttttgttt aatatttaca gaaaaatcca catacagtat 1573 

tggtaaaatg caggattgtt atataccatc attcgaatca tccttaaaca cttgaattta 1633 

tattgtatgg tagtatactt ggtaagataa aattccacaa aaatagggat ggtgcagcat 16 93 

...atgcaatttc cattcctatt ataattgaca cagtacatta acaatccatg ccaacggtgc 1753 

^=!itaatacgata ggctgaatgt ctgaggctac caggtttatc acataaaaaa cattcagtaa 1813 

^fekatagtaagt ttctcttttc ttcaggtgca ttttcctaca cctccaaatg aggaatggat 1873 

llfcttctttaat gtaagaagaa tcatttttct agaggttggc tttcaattct gtagcatact 1933 

Jiggagaaact gcattatctt aaaaggcagt caaatggtgt ttgtttttat caaaatgtca 1993 

|=5aaataacata cttggagaag tatgtaattt tgtctttgga aaattacaac actgcctttg 2053 

v^caacactgca gtttttatgg taaaataata gaaatgatcg actctatcaa tattgtataa 2113 

i^aaagactgaa acaatgcatt tatataatat gtatacaata ttgttttgta aataagtgtc 2173 

pice ttt ttta tttactttgg tatattttta cactaaggac atttcaaatt aagtactaag 2233 

""gcacaaagac atgtcatgca tcacagaaaa gcaactactt atatttcaga gcaaattagc 22 93 

-r^gattaaata gtggtcttaa aactccatat gttaatgatt agatggttat attacaatca 2353 

^-ttttatattt ttttacatga ttaacattca cttatggatt catgatggct gtataaagtg 2413 

4=aatttgaaat ttcaatggtt tactgtcatt gtgtttaaat ctcaacgttc cattatttta 24 73 

ilitacttgcaa aaacattact aagtatacca aaataattga ctctattatc tgaaatgaag 2533 

=|aataaactga tgctatctca acaataactg ttacttttat tttataattt gataatgaat 2593 

^Zptatttctgc atttatttac ttctgttttg taaattggga ttttgttaat caaatttatt 2 653 

^..gtactatgac taaatgaaat tatttcttac atctaatttg tagaaacagt ataagttata 2713 

ttaaagtgtt ttcacatttt tttgaaagac 2 743 

<210> 2 

<211> 375 

<212> PRT 

<213> Homo sapiens 



<400> 2 



Met 


Gin 


Lys 


Leu 


Gin 


Leu 


Cys 


Val 


Tyr 


He 


Tyr 


Leu 


Phe 


Met 


Leu 


He 


1 








5 










10 










15 




Val 


Ala 


Gly 


Pro 


Val 


Asp 


Leu 


Asn 


Glu 


Asn 


Ser 


Glu 


Gin 


Lys 


Glu 


Asn 








20 










25 










30 






Val 


Glu 


Lys 


Glu 


Gly 


Leu 


Cys 


Asn 


Ala 


Cys 


Thr 


Trp 


Arg 


Gin 


Asn 


Thr 






35 










40 










45 








Lys 


Ser 


Ser 


Arg 


He 


Glu 


Ala 


He 


Lys 


He 


Gin 


He 


Leu 


Ser 


Lys 


Leu 




50 










55 










60 










Arg 


Leu 


Glu 


Thr 


Ala 


Pro 


Asn 


He 


Ser 


Lys 


Asp 


Val 


He 


Arg 


Gin 


Leu 


65 










70 










75 










80 


Leu 


Pro 


Lys 


Ala 


Pro 


Pro 


Leu 


Arg 


Glu 


Leu 


He 


Asp 


Gin 


Tyr 


Asp 


Val 










85 










90 










95 




Gin 


Arg 


Asp 


Asp 


Ser 


Ser 


Asp 


Gly 


Ser 


Leu 


Glu 


Asp 


Asp 


Asp 


Tyr 


His 








100 










105 










110 






Ala 


Thr 


Thr 


Glu 


Thr 


He 


He 


Thr 


Met 


Pro 


Thr 


Glu 


Ser 


Asp 


Phe 


Leu 



4 







115 










120 










125 








Met 


Gin 


Val 


Asp 


Gly 


Lys 


Pro 


Lys 


Cys 


Cys 


Phe 


Phe 


Lys 


Phe 


Ser 


Ser 




130 










135 










14 0 










Lys 


He 


Gin 


Tyr 


Asn 


Lys 


Val 


Val 


Lys 


Ala 


Gin 


Leu 


Trp 


He 


Tyr 


Leu 


145 










150 










155 








160 


Arg 


Pro 


Val 


Glu 


Thr 


Pro 


Thr 


Thr 


Val 


Phe 


Val 


Gin 


He 


Leu 


Arg 


Leu 










165 










170 










175 




He 


Lys 


Pro 


Met 


Lys 


Asp 


Gly 


Thr 


Arg 


Tyr 


Thr 


Gly 


He 


Arg 


Ser 


Leu 








180 










185 










190 






Lys 


Leu 


Asp 


Met 


Asn 


Pro 


Gly 


Thr 


Gly 


He 


Trp 


Gin 


Ser 


He 


Asp 


Val 






195 










200 










205 






Lys 


Thr 


Val 


Leu 


Gin 


Asn 


Trp 


Leu 


Lys 


Gin 


Pro 


Glu 


Ser 


Asn 


Leu 


Gly 




210 










215 










220 








He 


Glu 


He 


Lys 


Ala 


Leu 


Asp 


Glu 


Asn 


Gly His 


Asp 


Leu 


Ala 


Val 


Thr 


225 










230 










235 










240 


Phe 


Pro 


Gly 


Pro 


Gly Glu 


Asp 


Gly 


Leu 


Asn 


Pro 


Phe 


Leu 


Glu 


Val 


Lys 










245 










250 










255 


Val 


Thr 


Asp 


Thr 


Pro 


Lys 


Arg 


Ser 


Arg 


Arg Asp 


Phe 


Gly 


Leu 


Asp 


Cys 








260 










265 










270 






Asp 


Glu 


His 


Ser 


Thr 


Glu 


Ser 


Arg 


Cys 


Cys 


Arg 


Tyr 


Pro 


Leu 


Thr 


Val 






275 










280 










285 








f^Asp 


Phe 


Glu 


Ala 


Phe 


Gly 


Trp 


Asp 


Trp 


He 


He 


Ala 


Pro 


Lys 


Arg 


Tyr 




290 










295 










300 








ffpys 


Ala 


Asn 


Tyr 


Cys 


Ser 


Gly 


Glu 


Cys 


Glu 


Phe 


Val 


Phe 


Leu 


Gin 


Lys 


g305 










310 










315 










320 


= \Tyr 


Pro 


His 


Thr 


His 


Leu 


Val 


His 


Gin 


Ala 


Asn 


Pro 


Arg 


Gly 


Ser 


Ala 










325 










330 










335 






Pro 


Cys 


Cys 


Thr 


Pro 


Thr 


Lys 


Met 


Ser 


Pro 


He 


Asn 


Met 


Leu 


Tyr 








340 










345 










350 




&he 


Asn 


Gly 


Lys 


Glu 


Gin 


He 


He 


Tyr 


Gly 


Lys 


He 


Pro 


Ala 


Met 


Val 






355 










360 










365 










Asp 


Arg 


Cys 


Gly 


Cys 


Ser 





















370 375 



'|i:210> 3 

;i=<211> 2676 

ry:212> DNA 

= "<213> Mus musculus 

<220> 
<221> CDS 

<222> (104) . . . (1231) 
<400> 3 

gtctctcgga cggtacatgc actaatattt cacttggcat tactcaaaag caaaaagaag 60 
aaataagaac aagggaaaaa aaaagattgt gctgattttt aaa atg atg caa aaa 115 

Met Met Gin Lys 
1 

ctg caa atg tat gtt tat att tac ctg ttc atg ctg att get get ggc 163 
Leu Gin Met Tyr Val Tyr He Tyr Leu Phe Met Leu He Ala Ala Gly 
5 10 15 20 

cca gtg gat eta aat gag ggc agt gag aga gaa gaa aat gtg gaa aaa 211 
Pro Val Asp Leu Asn Glu Gly Ser Glu Arg Glu Glu Asn Val Glu Lys 
25 30 35 

gag ggg ctg tgt aat gca tgt gcg tgg aga caa aac acg agg tac tec 259 
Glu Gly Leu Cys Asn Ala Cys Ala Trp Arg Gin Asn Thr Arg Tyr Ser 
40 45 50 



1 



5 

aga ata gaa gcc ata aaa att caa ate etc agt aag ctg cgc ctg gaa 3 07 

Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu Arg Leu Glu 
55 60 65 

aca get cct aac ate age aaa gat get ata aga caa ctt ctg cca aga 355 
Thr Ala Pro Asn lie Ser Lys Asp Ala lie Arg Gin Leu Leu Pro Arg 
70 75 ao 

gcg ect cca etc egg gaa ctg ate gat cag tac gac gtc eag agg gat 403 
Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val Gin Arg Asp 
85 90 95 100 

gac age agt gat gge tct ttg gaa gat gac gat tat cae get acc aeg 451 
Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His Ala Thr Thr 
105 110 115 

gaa aca ate att acc atg ect aca gag tct gac ttt eta atg caa gcg 4 99 

Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe Leu Met Gin Ala 
120 125 130 

C^at gge aag ccc aaa tgt tge ttt ttt aaa ttt age tct aaa ata cag 547 

ifj^-sp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser Lys lie Gin 
m 135 140 145 

;J:ac aac aaa gta gta aaa gee caa ctg tgg ata tat etc aga ccc gtc 5 95 

I'Tyr Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr Leu Arg Pro Val 
150 155 160 

i=4ag act cct aca aca gtg ttt gtg caa ate ctg aga etc ate aaa ccc 643 
Si Lys Thr Pro Thr Thr Val Phe Val Gin lie Leu Arg Leu lie Lys Pro 
©65 170 175 180 

iiatg aaa gae ggt aca agg tat act gga ate cga tct ctg aaa ctt gac 691 
'lilet Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu Lys Leu Asp 
S 185 190 195 

^"atg age cca gge act ggt att tgg cag agt att gat gtg aag aca gtg 739 
Met Ser Pro Gly Thr Gly lie Trp Gin Ser lie Asp Val Lys Thr Val 
200 205 210 

ttg caa aat tgg etc aaa cag cct gaa tec aac tta gge att gaa ate 787 
Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly He Glu He 
215 220 225 

aaa get ttg gat gag aat gge eat gat ctt get gta ace ttc cca gga 83 5 

Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr Phe Pro Gly 
230 235 240 

cca gga gaa gat ggg ctg aat ccc ttt tta gaa gtc aag gtg aca gac 883 
Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys Val Thr Asp 
245 250 255 260 

aca ccc aag agg tec egg aga gac ttt ggg ctt gac tge gat gag cae 931 
Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys Asp Glu His 
265 270 275 

tec acg gaa tec egg tge tge cgc tac ccc etc acg gtc gat ttt gaa 979 
Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val Asp Phe Glu 
280 285 290 



gcc ttt gga tgg gac tgg att ate gca ccc aaa aga tat aag gcc aat 
Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr Lys Ala Asn 
295 300 305 



tac tgc tea gga gag tgt gaa ttt gtg ttt tta caa aaa tat ccg cat 
Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys Tyr Pro His 
310 315 320 

act cat ctt gtg cac caa gca aac ccc aga ggc tea gca ggc cct tgc 
Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala Gly Pro Cys 
325 330 335 340 

tgc act ccg aea aaa atg tct cee att aat atg eta tat ttt aat ggc 
Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr Phe Asn Gly 
345 350 355 

aaa gaa caa ata ata tat ggg aaa att cea gee atg gta gta gac cge 
Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met Val Val Asp Arg 
360 365 370 

Stgt ggg tgc tea tgagetttgc attaggttag aaacttceea agtcatggaa 
||::ys Gly Cys Ser 
3 75 



ilpgtctteeee 
; tgctctagta 
i'^gttggcatt 
■■5|:ttgaaatag 
^=<btaggeaagg 
ggtaaagtet 
iilifcttgtaaagt 
il^taettggta 
fifctattataa 
jGctctegata 
;,^;acacacagc 
r^aggtcaaet 
^'ccaaacagta 
caattttgtg 
aaacaattac 
atatttactt 
tgtcatgtat 
gtggtcttaa 
ttttacatta 
aatttcaatg 
taaagaaata 
tgaataeatt 
ttgtacteat 
aagtgtttte 



tcaatttcga 
aegtaagcac 
caaeeaccaa 
atggagatca 
aagtgagage 
tatttcctaa 
gtaggattgt 
agataaaatt 
ttggacaate 
gaaeactcta 
actaagtgtt 
tteagtcaae 
ttcatttttt 
gtaaaataat 
atttatataa 
tggtatattt 
caeaaaaaag 
aactetgtat 
teaacttatg 
ccccaeeatt 
caaatatggt 
tettttattt 
agetaaatga 
acatttttga 



aaetgtgaat 
aagctacagt 
aataaaecat 
aattacattt 
acatcttgtg 
cagttteact 
tateatttaa 
ccaeaaagta 
eaccacggtg 
caaagtacga 
caatgcattt 
tctagcacag 
aatctaaatt 
ggaaatgaet 
tatgtataea 
ttacactaat 
gtgactgctt 
gttaagatta 
gtttcatggt 
ttaaaaatta 
atetcaataa 
acttcagttt 
aattatttet 
aaggc 



teaagcacea 
gtatgaacta 
actataggat 
atgtccatat 
gtctgetgag 
taatatttac 
aaacatcatg 
ggaatggggc 
etaatgeagt 
gtctctetct 
tetttaagga 
egggagtgae 
tcaaaatcac 
ggttctatca 
atattgtttt 
gaaatttcaa 
etattteaga 
gaaggttata 
ggetgtatct 
eaagcattae 
eagetacttt 
tataaattgg 
taeataaaaa 



eaggctgtag 
aaagagagaa 
gttgtatgat 
atgtatatta 
ttaggagggt 
agaagaatct 
tacaettata 
ctcacataca 
gctgaatgge 
cccttceagg 
aagaagaate 
tgetgeatet 
tgtctgcett 
atattgtata 
gtaaataagt 
atcattaaag 
gtgaattagc 
ttaeaateaa 
atgaatgtgg 
taaacataee 
tttattttat 
aaetttgttt 
tgtgtagaaa 



gccttgagta 
tagatgcaat 
tteeagagtt 
eaactacaat 
atgattaaaa 
atatgtagcc 
tttgtattgt 
cattgccatt 
tcctaetgga 
tgcatetcea 
ttttttteta 
taaaaggcag 
tatcacatgg 
aaagaetetg 
gtcteetttt 
tacaaagaca 
agattcaata 
tttatgtatt 
cteccagtca 
aacatgtatc 
aatttgacaa 
ateaaatgta 
ctataaatta 



<210> 4 

<211> 376 

<212> PRT 

<213> Mus musculus 



<400> 4 

Met Met Gin Lys Leu Gin Met Tyr Val Tyr lie Tyr Leu Phe Met Leu 

15 10 15 

lie Ala Ala Gly Pro Val Asp Leu Asn Glu Gly Ser Glu Arg Glu Glu 
20 25 30 



Ash Val Glu Lys 
35 

Thr Arg Tyr Ser 
50 

Leu Arg Leu Glu 
65 

Leu Leu Pro Arg 

Val Gin Arg Asp 
100 

His Ala Thr Thr 
115 

Leu Met Gin Ala 
130 

Ser Lys lie Gin 
145 

Leu Arg Pro Val 

Leu lie Lys Pro 
180 

Leu Lys Leu Asp 

i::3 195 
ifijVal Lys Thr Val 
210 

;Gly He Glu He 
f\22S 

fyhr Phe Pro Gly 

f^^lliys Val Thr Asp 
O 260 
Cys Asp Glu His 
O 275 
,jeVal Asp Phe Glu 
ilii 290 
'?3ryr Lys Ala Asn 
■5 05 

J-i,ys Tyr Pro His 



Ala Gly Pro Cys 
340 

Tyr Phe Asn Gly 
355 

Val Val Asp Arg 
370 



Glu Gly Leu Cys 
40 

Arg He Glu Ala 
55 

Thr Ala Pro Asn 
70 

Ala Pro Pro Leu 
85 

Asp Ser Ser Asp 

Glu Thr He He 
120 

Asp Gly Lys Pro 
135 

Tyr Asn Lys Val 
150 

Lys Thr Pro Thr 
165 

Met Lys Asp Gly 

Met Ser Pro Gly 
200 

Leu Gin Asn Trp 
215 

Lys Ala Leu Asp 
230 

Pro Gly Glu Asp 
245 

Thr Pro Lys Arg 

Ser Thr Glu Ser 
280 

Ala Phe Gly Trp 
295 

Tyr Cys Ser Gly 
310 

Thr His Leu Val 
325 

Cys Thr Pro Thr 

Lys Glu Gin He 
360 

Cys Gly Cys Ser 
375 



Asn Ala Cys Ala 

He Lys He Gin 
60 

He Ser Lys Asp 
75 

Arg Glu Leu He 
90 

Gly Ser Leu Glu 
105 

Thr Met Pro Thr 

Lys Cys Cys Phe 
140 

Val Lys Ala Gin 
155 

Thr Val Phe Val 
170 

Thr Arg Tyr Thr 
185 

Thr Gly He Trp 

Leu Lys Gin Pro 
220 

Glu Asn Gly His 
235 

Gly Leu Asn Pro 
250 

Ser Arg Arg Asp 
265 

Arg Cys Cys Arg 

Asp Trp He He 
300 

Glu Cys Glu Phe 
315 

His Gin Ala Asn 
330 

Lys Met Ser Pro 
345 

He Tyr Gly Lys 



Trp Arg Gin Asn 
45 

He Leu Ser Lys 

Ala He Arg Gin 
80 

Asp Gin Tyr Asp 
95 

Asp Asp Asp Tyr 
110 

Glu Ser Asp Phe 
125 

Phe Lys Phe Ser 

Leu Trp He Tyr 
160 

Gin He Leu Arg 
175 

Gly He Arg Ser 
190 

Gin Ser He Asp 
205 

Glu Ser Asn Leu 

Asp Leu Ala Val 
240 

Phe Leu Glu Val 
255 

Phe Gly Leu Asp 
270 

Tyr Pro Leu Thr 
285 

Ala Pro Lys Arg 

Val Phe Leu Gin 
320 

Pro Arg Gly Ser 
335 

He Asn Met Leu 
350 

He Pro Ala Met 
365 



<210> 5 
<211> 1131 
<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1) . . . (1128) 



<400> 5 

atg att caa aaa ccg caa atg tat gtt tat att tac ctg ttt gtg ctg 4 8 

Met He Gin Lys Pro Gin Met Tyr Val Tyr He Tyr Leu Phe Val Leu 
15 10 15 



att get get ggc cca gtg gat eta aat gag gae agt gag aga gag gcg 



96 



lie Ala Ala Gly Pro Val Asp Leu Asn Glu Asp Ser Glu Arg Glu Ala 
20 25 30 



ii : 



aat gtg gaa aaa gag ggg ctg tgt aat gcg tgt gcg tgg aga caa aac 144 
Asn Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Ala Trp Arg Gin Asn 
35 40 45 

aca agg tac tec aga ata gaa gcc ata aaa att caa ate etc agt aaa 192 
Thr Arg Tyr Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys 
50 55 60 

etc cgc etg gaa aca gcg cct aac ate age aaa gat get ata aga caa 2 40 

Leu Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala lie Arg Gin 
65 70 75 80 

ctt Ctg ccc aga gcg cct cca etc egg gaa ctg ate gat cag tac gac 288 
Leu Leu Pro Arg Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp 
85 90 95 

gtc cag agg gat gac age agt gac gge tct ttg gaa gat gac gat tat 33 6 

Val Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr 
100 105 110 



BP^^ ^^9 gaa aca ate att acc atg cct acc gag tct gac ttt 3 84 

^Fpis Ala Thr Thr Glu Thr He He Thr Met Pro Thr Glu Ser Asp Phe 
E 120 125 

;?P^^ 9^9 9at gga aag ccc aaa tgt tgc ttt ttt aaa ttt age 43 2 

iif'Su Met Gin Ala Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser 
W 130 135 140 

Qtct aaa ata cag tac aac aaa gtg gta aag gcc cag ctg tgg ata tat 480 

,ISer Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr 
fLp.45 150 155 160 

=, ctg aga gee gtc aag act cct aca aca gtg ttt gtg caa ate ctg aga 52 8 

1?^^ -^^9 Ala Val Lys Thr Pro Thr Thr Val Phe Val Gin He Leu Arg 
165 170 175 

etc ate aaa ccc atg aaa gac ggt aca agg tat ace gga ate ega tct 5 76 

Leu He Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser 
180 185 190 

etg aaa ctt gac atg age cca gge act ggt att tgg cag agt att gat 624 
Leu Lys Leu Asp Met Ser Pro Gly Thr Gly He Trp Gin Ser He Asp 
195 ■ 200 205 

gtg aag aca gtg ttg caa aat tgg etc aaa cag cct gaa tec aac tta 672 
Val Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu 
210 215 220 

gge att gaa ate aaa get ttg gat gag aat ggg cat gat ctt get gta 72 0 

Gly He Glu He Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val 
225 230 235 240 

acc ttc cca gga cca gga gaa gat ggg ctg aat ccc ttt tta gaa gtc 7 68 

Thr Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val 
245 250 255 

aaa gta aca gac aca ccc aag agg tec egg aga gac ttt ggg ctt gac 816 



Lys Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp 
260 265 270 



tgc gat gaa cac tec acg gaa teg egg tge tgt ege tac eec cte acg 
Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr 
275 280 285 

gtc gat ttc gaa gee ttt gga tgg gac tgg att att gca ccc aaa aga 
Val Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg 
290 295 300 

tat aag get aat tac tgc tct gga gag tgt gaa ttt gtg ttc tta caa 
Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin 
305 310 315 320 

aaa tat ccg cat act cat ctt gtg cac caa gca aac ccc aga ggc teg 
Lys Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser 
325 330 335 

gca ggc ect tgc tgc acg oca aca aaa atg tct ccc att aat atg eta 
Ala Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu 
O 340 345 350 

rifat ttt aat ggc aaa gaa caa ata ata tat ggg aaa att cca gcc atg 
jtyr Phe Asn Gly Lys Glu Gin lie He Tyr Gly Lys He Pro Ala Met 
C 355 360 365 

j§ta gta gac egg tgt ggg tgc teg tga 
■.3^al Val Asp Arg Cys Gly Cys Ser 
y 3 75 



=p210> 6 
ri4211> 376 
"152 12 > PRT 

d-ik213> Rattus norvegicus 
^'<400> 6 

Met lie Gin Lys Pro Gin Met Tyr Val Tyr He Tyr Leu Phe Val Leu 

15 10 15 

He Ala Ala Gly Pro Val Asp Leu Asn Glu Asp Ser Glu Arg Glu Ala 

20 25 30 

Asn Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Ala Trp Arg Gin Asn 

35 40 45 

Thr Arg Tyr Ser Arg He Glu Ala He Lys He Gin He Leu Ser Lys 

50 55 60 

Leu Arg Leu Glu Thr Ala Pro Asn He Ser Lys Asp Ala He Arg Gin 
65 70 75 80 

Leu Leu Pro Arg Ala Pro Pro Leu Arg Glu Leu He Asp Gin Tyr Asp 

85 90 95 

Val Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr 

100 105 110 

His Ala Thr Thr Glu Thr He He Thr Met Pro Thr Glu Ser Asp Phe 

115 120 125 

Leu Met Gin Ala Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser 

130 135 140 

Ser Lys He Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp He Tyr 
145 150 155 160 

Leu Arg Ala Val Lys Thr Pro Thr Thr Val Phe Val Gin He Leu Arg 
165 170 175 
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Leu lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser 

180 185 190 

Leu Lys Leu Asp Met Ser Pro Gly Thr Gly lie Trp Gin Ser lie Asp 

195 200 205 

Val Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu 

210 215 220 

Gly lie Glu lie Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val 
225 230 235 240 

Thr Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val 

245 250 255 

Lys Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp 

260 265 270 

Cys Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr 

275 280 285 

Val Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg 

290 295 300 

Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin 
305 310 315 320 

Lys Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser 

325 330 335 

Ala Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu 
D 340 345 350 

Tyr Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met 
3 55 3 60 3 65 

'p/al Val Asp Arg Cys Gly Cys Ser 
l^^" 370 375 

'''4:210> 7 

^Al:211> 1128 

0212> DNA 

=i <213> Gallus gallus 

j|:22 0> 

= i<221> CDS 

'iS:222> (1) . . . (1125) 

j==5l:40O> 7 

5=ktg caa aag ctg gca gtc tat gtt tat att tac ctg ttc atg cag ate 48 

Met Gin Lys Leu Ala Val Tyr Val Tyr lie Tyr Leu Phe Met Gin lie 
15 10 15 

gcg gtt gat ccg gtg get ctg gat ggc agt agt cag ccc aca gag aac 96 
Ala Val Asp Pro Val Ala Leu Asp Gly Ser Ser Gin Pro Thr Glu Asn 
20 25 30 

get gaa aaa gac gga ctg tgc aat get tgt aeg tgg aga cag aat aca 144 
Ala Glu Lys Asp Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 
35 40 45 

aaa tec tee aga ata gaa gee ata aaa att caa ate etc age aaa ctg 192 
Lys Ser Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 
50 55 60 

cgc ctg gaa caa gca cct aac att age agg gac gtt att aag cag ett 24 0 

Arg Leu Glu Gin Ala Pro Asn lie Ser Arg Asp Val lie Lys Gin Leu 
65 70 75 80 

tta ccc aaa get cct cea ctg cag gaa ctg att gat cag tat gat gtc 288 
Leu Pro Lys Ala Pro Pro Leu Gin Glu Leu lie Asp Gin Tyr Asp Val 
85 90 95 
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cag agg gac gac agt age gat ggc tct ttg gaa gac gat gac tat cat 33 6 

Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
100 105 110 

gcc aca acc gag acg att ate aca atg cct acg gag tct gat ttt ctt 384 
Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe Leu 
115 120 125 

gta caa atg gag gga aaa cca aaa tgt tgc ttc ttt aag ttt age tct 43 2 

Val Gin Met Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 

aaa ata caa tat aac aaa gta gta aag gca caa tta tgg ata tac ttg 48 0 

Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr Leu 
145 150 155 160 

agg caa gtc caa aaa cct aca acg gtg ttt gtg cag ate ctg aga etc 52 8 

Arg Gin Val Gin Lys Pro Thr Thr Val Phe Val Gin He Leu Arg Leu 
165 170 175 

il]&tt aag ccc atg aaa gac ggt aca aga tat act gga att cga tct ttg 576 

ifplle Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser Leu 

m 180 185 190 

I'^aa ctt gac atg aac cca ggc act ggt ate tgg cag agt att gat gtg 624 

' jLjys Leu Asp Met Asn Pro Gly Thr Gly He Trp Gin Ser He Asp Val 
;1 195 200 205 

==4ag aca gtg ctg caa aat tgg etc aaa cag cct gaa tec aat tta ggc 672 

=^ Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
D 210 215 220 

flktc gaa ata aaa get ttt gat gag act gga ega gat ctt get gtc aca 72 0 

jrfle Glu He Lys Ala Phe Asp Glu Thr Gly Arg Asp Leu Ala Val Thr 
;£f25 230 235 240 

' ttc cca gga cca gga gaa gat gga ttg aac cca ttt tta gag gtc aga 76 8 

Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Arg 
245 250 255 

gtt aca gac aca ceg aaa egg tee egc aga gat ttt ggc ctt gac tgt 816 
Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 
260 265 270 

gat gag cae tea acg gaa tec cga tgt tgt egc tac ceg ctg aca gtg 8 64 

Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 

gat ttc gaa get ttt gga tgg gae tgg att ata gca eet aaa aga tac 912 
Asp Phe Glu Ala Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr 
290 295 300 

aaa gee aat tac tgc tec gga gaa tgc gaa ttt gtg ttt eta cag aaa 960 
Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 



tac ceg cac act cae ctg gta cae caa gca aat cee aga ggc tea gca 
Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 
325 330 335 



1008 
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ggc cct tgc tgc aca ccc acc aag atg tec cct ata aac atg ctg tat 1056 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 
340 345 350 

ttc aat gga aaa gaa caa ata ata tat gga aag ata cca gcc atg gtt 1104 
Phe Asn Gly Lys Glu Gin He He Tyr Gly Lys He Pro Ala Met Val 
355 360 365 

gta gat cgt tgc ggg tgc tea tga 112 8 

Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 8 
<211> 374 
<212> PRT 

<213> Gallus gallus 



<400> 8 






























Gin 


Lys 


Leu 


Ala 


Val 


Tvr 

J. jr j_ 


Val 


Tvr 


He 


Tvr 
i jf J. 


Leu 


Phe 


Met 


Gin 


Tl e 


AT a 


O 1 








5 










10 














. "Val 


Asp 


Pro 


Val 


Ala 


Leu 


Asp 


Glv 


Ser 


Ser 


Gin 


Pro 


Thr 


Glu 


Asn 


Ala 








20 










25 










3 0 






fjSlu Lys 


Asp 


Gly 


Leu 


Cvs 


Asn 


Ala 


Cys 


Thr 


Trp 


Arg 


Gin 


Asn 


Thr 








35 










40 










45 








I, Ser 


Ser 


Arq 


He 


Glu 


Ala 


He 


LVS 


He 


Gin 


He 


Leu 


Ser 


Lys 


Leu 


Airg 




50 










55 






















Glu 


Gin 


Ala 


Pro 


Asn 


He 


Ser 


Arg 


Asp 


Val 


He 


Lys 


Gin 
















70 










75 










o u 


=' Pro 


Lys 


Ala 


Pro 


Pro 


Leu 


Gin 


Glu 


Leu 


He 


Asp 


Gin 


j.y I. 




V Ct X 


m n 










85 










90 














=£Arg Asp 


Asp 


Ser 


Ser 


Asp 


Gly 


Ser 


Leu 


Glu 


Asp 


Asp 


Asp 


±yr 


xlx S 










X V u 










105 










110 






.Srhr 


Thr 


Glu 


Thr 


He 


He 


Thr 


Met 


Pro 


Thr 


Glu 


Ser 


Asp 


Phe 


Leu 


Val 






115 










120 










125 








='l31n 


Met 


Glu 


Gly 


Lys 


Pro 


Lys 


Cys 


Cys 


Phe 


Phe 


Lys 


Phe 


Ser 


Ser 


Lys 




130 










135 










140 










He 


Gin 


Tyr 


Asn 


Lys 


Val 


Val 


Lys 


Ala 


Gin 


Leu 


Trp 


He 


Tyr 


Leu 


Arg 


145 










150 










155 










160 


Gin 


Val 


Gin 


Lys 


Pro 


Thr 


Thr 


Val 


Phe 


Val 


Gin 


He 


Leu 


Arg 


Leu 


He 










165 










170 










175 




Lys 


Pro 


Met 


Lys 


Asp 


Gly 


Thr 


Arg 


Tyr 


Thr 


Gly 


He 


Arg 


Ser 


Leu 


Lys 








180 










185 










190 






Leu 


Asp 


Met 


Asn 


Pro 


Gly 


Thr 


Gly 


He 


Trp 


Gin 


Ser 


He 


Asp 


Val 


Lys 






195 










200 










205 








Thr 


Val 


Leu 


Gin 


Asn 


Trp 


Leu 


Lys 


Gin 


Pro 


Glu 


Ser 


Asn 


Leu 


Gly 


He 




210 










215 










220 










Glu 


He 


Lys 


Ala 


Phe 


Asp 


Glu 


Thr 


Gly Arg Asp 


Leu 


Ala 


Val 


Thr 


Phe 


225 










230 










235 










240 


Pro 


Gly 


Pro 


Gly 


Glu 


Asp 


Gly 


Leu 


Asn 


Pro 


Phe 


Leu 


Glu 


Val 


Arg 


Val 










245 










250 










255 




Thr 


Asp 


Thr 


Pro 


Lys 


Arg 


Ser 


Arg 


Arg 


Asp 


Phe 


Gly 


Leu 


Asp 


Cys 


Asp 








260 










265 










270 






Glu 


His 


Ser 


Thr 


Glu 


Ser 


Arg 


Cys 


Cys 


Arg 


Tyr 


Pro 


Leu 


Thr 


Val 


Asp 






275 










280 










285 








Phe 


Glu 


Ala 


Phe 


Gly Trp Asp 


Trp 


He 


He 


Ala 


Pro 


Lys 


Arg 


Tyr 


Lys 




290 










295 










300 










Ala 


Asn 


Tyr 


Cys 


Ser 


Gly 


Glu 


Cys 


Glu 


Phe 


Val 


Phe 


Leu 


Gin 


Lys 


Tyr 


305 










310 










315 










320 
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Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala Gly 

325 330 335 

Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr Phe 

340 345 350 

Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met Val Val 

355 360 365 

Asp Arg Cys Gly Cys Ser 
370 

<210> 9 
<211> 1128 
<212> DNA 
<213> Baboon 

<220> 

<221> CDS 

<222> (1) . . . (1125) 

<400> 9 

atg caa aaa ctg caa etc tgt gtt tat att tac ctg ttt atg ctg att 4 8 

Met Gin Lys Leu Gin Leu Cys Val Tyr lie Tyr Leu Phe Met Leu lie 
Q 15 10 15 

gtt get ggt cca gtg gat eta aat gag aac agt gag caa aaa gaa aat 96 

=2Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 

C 20 25 30 

,"fetg gaa aaa gag ggg ctg tgt aat gca tgt act tgg aga caa aac act 144 

=:sJVal Glu Lys Glu Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 

O 35 4 0 45 

riiaaa tct tea aga ata gaa gcc att aaa ata caa ate etc agt aaa ctt 192 

,|3jys Ser Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 

m 50 55 eo 

"fipgt ctg gaa aca get cct aac ate age aaa gat get ata aga eaa ctt 240 

!:==Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala lie Arg Gin Leu 

65 70 75 80 

tta cee aaa geg cct cca etc egg gaa ctg att gat cag tat gat gte 2 88 

Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu lie Asp Gin Tyr Asp Val 
85 90 95 

cag agg gat gae age age gat gge tet ttg gaa gat gae gat tat cae 336 
Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
100 105 110 

get aca aeg gaa aca ate att ace atg cct aca gag tet gat ttt tta 384 
Ala Thr Thr Glu Thr lie lie Thr Met Pro Thr Glu Ser Asp Phe Leu 
115 120 125 

atg caa gtg gat gga aaa ccc aaa tgt tgc ttc ttt aaa ttt age tet 43 2 

Met Gin Val Asp Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 

aaa ata caa tac aat aaa gtg gta aag gcc caa eta tgg ata tat ttg 480 
Lys lie Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp He Tyr Leu 
145 150 155 160 



aga ccc gte gag act cct aca 



aca gtg ttt gtg caa ate ctg aga etc 



528 
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Arg Pro Val Glu Thr Pro Thr Thr Val Phe Val Gin He Leu Arg Leu 
165 170 175 



ate aaa cct atg aaa gac ggt aca agg tat act gga ate cga tct ctg 576 
He Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser Leu 
180 185 190 

aaa ctt gac atg aac cca ggc act ggt att tgg cag age att gat gtg 624 
Lys Leu Asp Met Asn Pro Gly Thr Gly He Trp Gin Ser He Asp Val 
195 200 205 

aag aca gtg ttg caa aat tgg etc aaa caa cet gaa tec aae tta ggc 672 
Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 

att gaa ata aaa get tta gat gag aat ggt cat gat ctt get gta acc 72 0 

He Glu He Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
225 230 235 240 

ttc cca gga cca gga gaa gat ggg ctg aat ccc ttt tta gag gtc aag 768 
Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys 
Q 245 250 255 

ClBt^ ^ca gac aca ccc aaa aga tec aga agg gat ttt ggt ctt gac tgt 816 

l^al Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 

i,l 260 265 270 

;jfeat gag cac tea aca gaa teg cga tgc tgt cgt tae cct eta act gtg 8 64 

?i^sp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 

C-gat ttt gaa get ctt gga tgg gat tgg att ate get cct aaa aga tat 912 

JAsp Phe Glu Ala Leu Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr 
m 290 295 300 

l=aag gee aat tac tgc tct gga gag tgt gaa ttt gta ttt tta caa aaa 960 

rpys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
'"'305 310 315 320 

tat cct cat act cat ctg gta cac caa gca aac ccc aga ggt tea gca 1008 
Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 
325 330 335 

ggc cct tgc tgt act ccc aca aag atg tct cca att aat atg eta tat 1056 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu Tyr 
340 345 350 

ttt aat ggc aaa gaa caa ata ata tat ggg aaa att cea gee atg gta 1104 
Phe Asn Gly Lys Glu Gin He He Tyr Gly Lys He Pro Ala Met Val 
355 360 365 

gta gac cgc tgc ggg tgc tea tga 112 8 

Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 10 
<211> 375 
<212> PRT 
<213> Baboon 
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<400> 10 



Met 


Gin Lys 


Leu 


Gin 


Leu 


Cys 


Val 


Tyr 


He 


Tyr 


Leu 


Phe 


Met 


Leu 


He 


1 








5 










10 










15 




Val 


Ala 


Gly 


Pro 


Val 


Asp 


Leu 


Asn 


Glu 


Asn 


Ser 


Glu 


Gin 


Lys 


Glu 


Asn 








20 










25 










30 






Val 


Glu 


Lys 


Glu 


Gly 


Leu 


Cys 


Asn 


Ala 


Cys 


Thr 


Trp 


Arg 


Gin 


Asn 


Thr 






35 










40 










45 








Lys 


Ser 


Ser 


Arg 


He 


Glu 


Ala 


He 


Lys 


He 


Gin 


He 


Leu 


Ser 


Lys 


Leu 




50 










55 










60 










Arg 


Leu 


Glu 


Thr 


Ala 


Pro 


Asn 


He 


Ser 


Lys 


Asp 


Ala 


He 


Arg 


Gin 


Leu 


65 










70 










75 










80 


Leu 


Pro 


Lys 


Ala 


Pro 


Pro 


Leu 


Arg 


Glu 


Leu 


He 


Asp 


Gin 


Tyr 


Asp 


Val 










85 










90 










95 




Gin 


Arg 


Asp 


Asp 


Ser 


Ser 


Asp 


Gly 


Ser 


Leu 


Glu 


Asp 


Asp 


Asp 


Tyr 


His 








100 










105 










110 






Ala 


Thr 


Thr 


Glu 


Thr 


He 


He 


Thr 


Met 


Pro 


Thr 


Glu 


Ser 


Asp 


Phe 


Leu 






115 










120 










125 








Met 


Gin 


Val 


Asp 


Gly 


Lys 


Pro 


Lys 


Cys 


Cys 


Phe 


Phe 


Lys 


Phe 


Ser 


Ser 




130 










135 










140 










Lys 


He 


Gin 


Tyr 


Asn 


Lys 


Val 


Val 


Lys 


Ala 


Gin 


Leu 


Trp 


He 


Tyr 


Leu 


1=1145 










150 










155 










160 


.|-Arg 


Pro 


Val 


Glu 


Thr 


Pro 


Thr 


Thr 


Val 


Phe 


Val 


Gin 


He 


Leu 


Arg 


Leu 










165 










170 










175 




He 


Lys 


Pro 


Met 


Lys 


Asp 


Gly 


Thr 


Arg 


Tyr 


Thr 


Gly 


He 


Arg 


Ser 


Leu 








180 










185 










190 






J'Tjys 


Leu 


Asp 


Met 


Asn 


Pro 


Gly 


Thr 


Gly 


He 


Trp 


Gin 


Ser 


He 


Asp 


Val 






195 










200 










205 








=^s:Lys 


Thr 


Val 


Leu 


Gin 


Asn 


Trp 


Leu 


Lys 


Gin 


Pro 


Glu 


Ser 


Asn 


Leu 


Gly 




210 










215 










220 










=i He 


Glu 


He 


Lys 


Ala 


Leu 


Asp 


Glu 


Asn 


Gly 


His 


Asp 


Leu 


Ala 


Val 


Thr 












230 










235 










240 


=ffhe 


Pro 


Gly 


Pro 


Gly 


Glu 


Asp 


Gly 


Leu 


Asn 


Pro 


Phe 


Leu 


Glu 


Val 


Lys 










245 










250 










255 






Thr 


Asp 


Thr 


Pro 


Lys 


Arg 


Ser 


Arg 


Arg 


Asp 


Phe 


Gly 


Leu 


Asp 


Cys 


■SI 






260 










265 










270 








Glu 


His 


Ser 


Thr 


Glu 


Ser 


Arg 


Cys 


Cys 


Arg 


Tyr 


Pro 


Leu 


Thr 


Val 






275 










280 










285 








Asp 


Phe 


Glu 


Ala 


Leu 


Gly Trp 


Asp 


Trp 


He 


He 


Ala 


Pro 


Lys 


Arg 


Tyr 




290 










295 










300 










Lys 


Ala 


Asn 


Tyr 


Cys 


Ser 


Gly 


Glu 


Cys 


Glu 


Phe 


Val 


Phe 


Leu 


Gin 


Lys 


305 










310 










315 










320 


Tyr 


Pro 


His 


Thr 


His 


Leu 


Val 


His 


Gin 


Ala 


Asn 


Pro 


Arg 


Gly 


Ser 


Ala 










325 










330 










335 




Gly 


Pro 


Cys 


Cys 


Thr 


Pro 


Thr 


Lys 


Met 


Ser 


Pro 


He 


Asn 


Met 


Leu 


Tyr 








340 










345 










350 






Phe 


Asn 


Gly Lys 


Glu 


Gin 


He 


He 


Tyr 


Gly 


Lys 


He 


Pro 


Ala 


Met 


Val 






355 










360 










365 








Val 


Asp Arg 


Cys 


Gly 


Cys 


Ser 





















370 375 



<210> 11 

<211> 1128 

<212> DNA 

<213> Bovine 

<220> 

<221> CDS 

<222> (1) . . . (1125) 



16 

<400> 11 

atg caa aaa ctg caa ate tct gtt tat att tac eta ttt atg ctg att 48 
Met Gin Lys Leu Gin lie Ser Val Tyr lie Tyr Leu Phe Met Leu lie 
15 10 15 

gtt get ggc oca gtg gat etg aat gag aac age gag cag aag gaa aat 96 
Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 
20 25 30 

gtg gaa aaa gag ggg ctg tgt aat gca tgt ttg tgg agg gaa aac act 144 
Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Leu Trp Arg Glu Asn Thr 
35 40 45 

aca teg tea aga eta gaa gcc ata aaa ate caa ate cte agt aaa ett 192 
Thr Ser Ser Arg Leu Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 
50 55 60 

cgc ctg gaa aca get eet aac ate age aaa gat get ate aga caa ett 24 0 

Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala lie Arg Gin Leu 
65 70 75 80 

gttg ccc aag get cct cca etc ctg gaa ctg att gat cag ttc gat gtc 2 88 

I^Leu Pro Lys Ala Pro Pro Leu Leu Glu Leu lie Asp Gin Phe Asp Val 
fi 85 90 95 

= ;bag aga gat gcc age agt gac ggc tec ttg gaa gac gat gac tac cac 3 36 

°°bln Arg Asp Ala Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
''4 100 105 110 

^cc agg aeg gaa aeg gtc att ace atg ccc aeg gag tct gat ett eta 3 84 

Ala Arg Thr Glu Thr Val lie Thr Met Pro Thr Glu Ser Asp Leu Leu 
□ 115 120 125 



i^eg caa gtg gaa gga aaa cee aaa tgt tge ttc ttt aaa ttt age tct 4 32 

Srhr Gin Val Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
t: 130 135 140 

=aag ata caa tae aat aaa eta gta aag gee caa ctg tgg ata tat etg 480 
Lys lie Gin Tyr Asn Lys Leu Val Lys Ala Gin Leu Trp lie Tyr Leu 
145 150 155 160 

agg cct gtc aag act cct gcg aea gtg ttt gtg caa ate ctg aga etc 52 8 

Arg Pro Val Lys Thr Pro Ala Thr Val Phe Val Gin lie Leu Arg Leu 
165 170 175 

ate aaa ccc atg aaa gac ggt aca agg tat act gga ate cga tct ctg 576 
lie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly lie Arg Ser Leu 
180 185 190 

aaa ett gac atg aac cca ggc act ggt att tgg cag age att gat gtg 624 
Lys Leu Asp Met Asn Pro Gly Thr Gly lie Trp Gin Ser lie Asp Val 
195 200 205 

aag aea gtg ttg cag aac tgg etc aaa caa cct gaa tee aac tta ggc 672 
Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 

att gaa ate aaa get tta gat gag aat ggc cat gat ett get gta ace 72 0 

He Glu He Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
225 230 235 240 



17 



ttc cca gaa cca gga gaa gat gga ctg act ccc ttt tta gaa gtc aag 768 
Phe Pro Glu Pro Gly Glu Asp Gly Leu Thr Pro Phe Leu Glu Val Lys 
245 250 255 



gta aca gac aca cca aaa aga tct agg aga gat ttt ggg ctt gat tgt 816 
Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 
260 265 270 



gat gaa cac tec aca gaa tct cga tgc tgt cgt tac cct eta act gtg 864 
Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 



gat ttt gaa get ttt gga tgg gat tgg att att gca cct aaa aga tat 912 
Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 
290 295 300 

aag gee aat tac tgc tct gga gaa tgt gaa ttt gta ttt ttg caa aag 960 
Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 

ptat cct cat ace cat ctt gtg cac caa gca aac ccc aga ggt tea gee 1008 
iRryr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 
P 325 330 335 

pggc ccc tgc tgt act cct aca aag atg tct cca att aat atg eta tat 105 6 

tply Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 
7"; 340 345 350 

===:ttt aat ggc gaa gga caa ata ata tac ggg aag att cca gcc atg gta 1104 
i\ Phe Asn Gly Glu Gly Gin lie lie Tyr Gly Lys lie Pro Ala Met Val 
O 355 360 365 

ripta gat cgc tgt ggg tgt tea tga 112 8 

"gVal Asp Arg Cys Gly Cys Ser 
■E 370 375 



<210> 12 
<211> 375 
<212> PRT 
<213> Bovine 



<400> 12 
Met Gin Lys Leu 
1 

Val Ala Gly Pro 
20 

Val Glu Lys Glu 
35 

Thr Ser Ser Arg 
50 

Arg Leu Glu Thr 
65 

Leu Pro Lys Ala 

Gin Arg Asp Ala 
100 

Ala Arg Thr Glu 
115 



Gin lie Ser Val 
5 

Val Asp Leu Asn 

Gly Leu Cys Asn 
40 

Leu Glu Ala lie 
55 

Ala Pro Asn lie 
70 

Pro Pro Leu Leu 
85 

Ser Ser Asp Gly 

Thr Val lie Thr 
120 



Tyr lie Tyr Leu 
10 

Glu Asn Ser Glu 
25 

Ala Cys Leu Trp 

Lys lie Gin lie 
60 

Ser Lys Asp Ala 
75 

Glu Leu lie Asp 
90 

Ser Leu Glu Asp 
105 

Met Pro Thr Glu 



Phe Met Leu lie 
15 

Gin Lys Glu Asn 
30 

Arg Glu Asn Thr 
45 

Leu Ser Lys Leu 

lie Arg Gin Leu 
80 

Gin Phe Asp Val 
95 

Asp Asp Tyr His 
110 

Ser Asp Leu Leu 
125 



18 



Thr 




V dx 


kjX u 


Gly Lys 


Pro 


Lys 


Cys 


Cys 


Phe 


Phe 


Lys 


Phe 


Ser 


Ser 




X J U 










135 










140 










Lys 


lie 


(jin 


Tyr 


Asn 


Lys 


Leu 


Val 


Lys 


Ala 


Gin 


Leu 


Trp 


He 


Tyr 


Leu 


145 










150 










155 








160 


Ai"g 


Pro 


Val 


Lys 


Thr 


Pro 


Ala 


Thr 


Val 


Phe 


Val 


Gin 


He 


Leu 


Arg 


Leu 










165 










170 










175 




lie 


Lys 


Pro 


Met 


Lys 


Asp 


Gly 


Thr 


Arg 


Tyr 


Thr Gly 


He 


Arg 


Ser 


Leu 








180 










185 










190 






Lys 


Leu 


Asp 


Met 


Asn 


Pro 


Gly 


Thr 


Gly 


He 


Trp 


Gin 


Ser 


He 


Asp 


Val 






195 










200 










205 






i-iy s 


± liX 


V CT.X 


Leu 


Gin 


Asn 


Trp 


Leu 


Lys 


Gin 


Pro 


Glu 


Ser 


Asn 


Leu 


Gly 




210 










215 










220 








i. JL c 




Tic 

xxe 


Lys 


Ala 


Leu 


Asp 


Glu 


Asn 


Gly His 


Asp 


Leu 


Ala 


Val 


Thr 


22 5 










230 










235 










240 


ir lie 


Piro 


VjXU 


Pro 


Gly Glu Asp Gly Leu Thr 


Pro 


Phe 


Leu 


Glu 


Val 


Lys 










245 










250 










255 




Val 


Thr 


Asp 


Thr 


Pro 


Lys 


Arg 


Ser 


Arg Arg Asp 


Phe 


Gly 


Leu 


Asp 


Cys 








260 










265 










270 






Asp 


Glu 


His 


Ser 


Thr 


Glu 


Ser 


Arg 


Cys 


Cys 


Arg 


Tyr 


Pro 


Leu 


Thr 


Val 






275 










280 










285 








Asp 


Phe 


Glu 


Ala 


Phe 


Gly 


Trp 


Asp 


Trp 


He 


He 


Ala 


Pro 


Lys 


Arg 


Tyr 




290 










295 










300 










^'SLys 


Ala 


Asn 


Tyr 


Cys 


Ser 


Gly Glu 


Cys 


Glu 


Phe 


Val 


Phe 


Leu 


Gin 


Lys 


'f3 05 










310 










315 










320 


'fSTyr 


Pro 


His 


Thr 


His 


Leu 


Val 


His 


Gin 


Ala 


Asn 


Pro 


Arg 


Gly 


Ser 


Ala 










325 










330 










335 




r==Giy Pro Cys 


Cys 


Thr 


Pro 


Thr 


Lys 


Met 


Ser 


Pro 


He 


Asn 


Met 


Leu 


Tyr 








340 










345 










350 






=,UPhe 


Asn 


Gly 


Glu Gly Gin 


He 


He 


Tyr 


Gly Lys 


He 


Pro 


Ala 


Met 


Val 






355 










360 










365 








=; Val 


Asp 


Arg 


Cys 


Gly 


Cys 


Ser 






















370 










375 





















3l<210> 13 
^^!<211> 1128 
+<212> DNA 
^==Jc:213> Porcine 



<220> 

<221> CDS 

<222> (1) . . . (1125) 

<400> 13 

atg caa aaa ctg caa ate tat gtt tat att tac ctg ttt atg ctg att 48 

Met Gin Lys Leu Gin He Tyr Val Tyr He Tyr Leu Phe Met Leu He 

15 10 15 

gtt get ggt ccc gtg gat ctg aat gag aac age gag caa aag gaa aat 96 
Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 
20 25 30 

gtg gaa aaa gag ggg ctg tgt aat gca tgt atg tgg aga caa aac act 144 
Val Glu Lys Glu Gly Leu Cys Asn Ala Cys Met Trp Arg Gin Asn Thr 
35 40 45 

aaa tct tea aga eta gaa gee ata aaa att caa ate etc agt aaa ett 192 
Lys Ser Ser Arg Leu Glu Ala He Lys He Gin He Leu Ser Lys Leu 
50 55 60 

ege ctg gaa aca get cet aac att age aaa gat get ata aga caa ett 24 0 



' 19 

Arg Leu Glu Thr Ala Pro Asn lie Ser Lys Asp Ala He Arg Gin Leu 



65 70 75 



80 



ttg ccc aaa get cct cca etc egg gaa ctg att gat cag tac gat gtc 
Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu He Asp Gin Tyr Asp Val 
85 90 95 

cag aga gat gac age agt gat ggc tec ttg gaa gat gat gat tat cae 
Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
100 105 110 

get acg aeg gaa aeg ate att aec atg eet aea gag tct gat ctt eta 
Ala Thr Thr Glu Thr He He Thr Met Pro Thr Glu Ser Asp Leu Leu 
115 120 125 

atg caa gtg gaa gga aaa eec aaa tgc tgc ttc ttt aaa ttt age tet 
Met Gin Val Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 

aaa ata eaa tae aat aaa gta gta aag gee caa ctg tgg ata tat ctg 
Lys He Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp He Tyr Leu 
iZp-^^ 150 155 160 

i^^ga ecc gtc aag act cct aea aca gtg ttt gtg eaa ate ctg aga etc 
'■pUrg Pro Val Lys Thr Pro Thr Thr Val Phe Val Gin He Leu Arg Leu 
165 170 175 

%ktc aaa ccc atg aaa gac ggt aca agg tat act gga ate cga tct ctg 
iAicie Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser Leu 
D 180 185 190 

gip^^ ctt gac atg aac cca ggc act ggt att tgg cag age att gat gtg 
.El^ys Leu Asp Met Asn Pro Gly Thr Gly He Trp Gin Ser He Asp Val 
ry 200 205 

;&^9 sea gtg ttg caa aat tgg etc aaa caa cct gaa tec aac tta ggc 
j=iys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
i=== 210 215 22 0 

att gaa ate aaa get tta gat gag aat ggt eat gat ctt get gta ace 
He Glu He Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
225 230 235 240 

ttc cca gga cca gga gaa gat ggg ctg aat eec ttt tta gaa gtc aag 
Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Lys 
245 250 255 

gta aca gac aea cca aaa aga tec agg aga gat ttt gga etc gac tgt 
Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 
260 265 270 

gat gag eac tea aca gaa tet cga tgc tgt cgt tac cct eta act gtg 
Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 

gat ttt gaa get ttt gga tgg gae tgg att att gea ccc aaa aga tat 
Asp Phe Glu Ala Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr 
290 295 300 



aag gee aat tac tgc tct gga gag tgt gaa ttt gta ttt tta caa aaa 



20 

Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
305 310 315 320 

tac cct cac act cat ctt gtg cac caa gca aac ccc aga ggt tea gca 1008 
Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 
325 330 335 

ggc ccc tgc tgt act ccc aca aag atg tct cca ate aat atg eta tat 1056 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 
340 345 350 

ttt aat ggc aaa gaa caa ata ata tat ggg aaa att cca gcc atg gta 1104 
Phe Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met Val 
355 360 365 

gta gat cgc tgt ggg tgc tea tga 112 8 

Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 14 

|-=<211> 375 

;7f=212> PRT 

;';^< 213> Porcine 

f%400> 14 
-Wet Gin Lys Leu 
1 

iJval Ala Gly Pro 
O 20 
=: Val Glu Lys Glu 
D 3 5 

l;Lys Ser Ser Arg 
SI 50 

'.□^g Leu Glu Thr 
i-Leu Pro Lys Ala 



Gin Arg Asp Asp 
100 

Ala Thr Thr Glu 
115 

Met Gin Val Glu 
130 

Lys lie Gin Tyr 
145 

Arg Pro Val Lys 

lie Lys Pro Met 
180 

Lys Leu Asp Met 
195 

Lys Thr Val Leu 
210 

lie Glu lie Lys 
225 

Phe Pro Gly Pro 

Val Thr Asp Thr 
260 



Gin lie Tyr Val 
5 

Val Asp Leu Asn 

Gly Leu Cys Asn 
40 

Leu Glu Ala lie 
55 

Ala Pro Asn lie 
70 

Pro Pro Leu Arg 
85 

Ser Ser Asp Gly 

Thr lie lie Thr 
120 

Gly Lys Pro Lys 
135 

Asn Lys Val Val 
150 

Thr Pro Thr Thr 
165 

Lys Asp Gly Thr 

Asn Pro Gly Thr 
200 

Gin Asn Trp Leu 
215 

Ala Leu Asp Glu 
230 

Gly Glu Asp Gly 
245 

Pro Lys Arg Ser 



Tyr lie Tyr Leu 
10 

Glu Asn Ser Glu 
25 

Ala Cys Met Trp 

Lys He Gin He 
60 

Ser Lys Asp Ala 
75 

Glu Leu He Asp 
90 

Ser Leu Glu Asp 
105 

Met Pro Thr Glu 

Cys Cys Phe Phe 
140 

Lys Ala Gin Leu 
155 

Val Phe Val Gin 
170 

Arg Tyr Thr Gly 
185 

Gly He Trp Gin 

Lys Gin Pro Glu 
220 

Asn Gly His Asp 
235 

Leu Asn Pro Phe 
250 

Arg Arg Asp Phe 
265 



Phe Met Leu He 
15 

Gin Lys Glu Asn 
30 

Arg Gin Asn Thr 
45 

Leu Ser Lys Leu 

He Arg Gin Leu 
80 

Gin Tyr Asp Val 
95 

Asp Asp Tyr His 
110 

Ser Asp Leu Leu 
125 

Lys Phe Ser Ser 

Trp He Tyr Leu 
160 

He Leu Arg Leu 
175 

He Arg Ser Leu 
190 

Ser He Asp Val 
205 

Ser Asn Leu Gly 

Leu Ala Val Thr 
240 

Leu Glu Val Lys 
255 

Gly Leu Asp Cys 
270 



Asp Glu His Ser 
275 

Asp Phe Glu Ala 
290 

Lys Ala Asn Tyr 
305 

Tyr Pro His Thr 

Gly Pro Cys Cys 
340 

Phe Asn Gly Lys 
355 

Val Asp Arg Cys 
370 



Thr Glu Ser Arg 
280 

Phe Gly Trp Asp 
295 

Cys Ser Gly Glu 
310 

His Leu Val His 
325 

Thr Pro Thr Lys 

Glu Gin lie lie 
360 

Gly Cys Ser 
375 



'21 

Cys Cys Arg Tyr 

Trp lie He Ala 
300 

Cys Glu Phe Val 
315 

Gin Ala Asn Pro 
330 

Met Ser Pro lie 
345 

Tyr Gly Lys lie 



Pro Leu Thr Val 
285 

Pro Lys Arg Tyr 

Phe Leu Gin Lys 
320 

Arg Gly Ser Ala 
335 

Asn Met Leu Tyr 
350 

Pro Ala Met Val 
365 



<210> 15 
<211> 1128 
<212> DNA 
<213> Ovine 



<220> 
j=^:221> CDS 
'S;222> (1) . . . (1125) 

^2|;400> 15 

;t^tg caa aaa ctg caa ate ttt gtt tat att tac eta ttt atg ctg ctt 48 

i"%et Gin Lys Leu Gin lie Phe Val Tyr lie Tyr Leu Phe Met Leu Leu 

^Ni 1 5 10 -15 

Cgtt get ggc cca gtg gat ctg aat gag aae age gag cag aag gaa aat 96 
ii Val Ala Gly Pro Val Asp Leu Asn Glu Asn Ser Glu Gin Lys Glu Asn 
D 20 25 30 

ifttg gaa aaa aag ggg ctg tgt aat gca tgc ttg tgg aga caa aae aat 144 
'jSTal Glu Lys Lys Gly Leu Cys Asn Ala Cys Leu Trp Arg Gin Asn Asn 
£ 35 40 45 

!=kaa tec tea aga eta gaa gcc ata aaa ate caa ate etc agt aag ctt 192 
Lys Ser Ser Arg Leu Glu Ala He Lys He Gin He Leu Ser Lys Leu 
50 55 60 

cge ctg gaa aca get cet aac ate age aaa gat get ata aga caa ctt 24 0 

Arg Leu Glu Thr Ala Pro Asn He Ser Lys Asp Ala He Arg Gin Leu 
65 70 75 80 

ttg ccc aag get cct cca etc egg gaa ctg att gat cag tac gat gtc 288 
Leu Pro Lys Ala Pro Pro Leu Arg Glu Leu He Asp Gin Tyr Asp Val 
85 90 95 

cag aga gat gae age age gae ggc tec ttg gaa gac gat gae tac cae 33 6 

Gin Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
100 105 110 

gtt acg acg gaa acg gtc att acc atg ccc aeg gag tct gat ctt eta 3 84 

Val Thr Thr Glu Thr Val He Thr Met Pro Thr Glu Ser Asp Leu Leu 
115 120 125 

gca gaa gtg caa gaa aaa ccc aaa tgt tgc ttc ttt aaa ttt age tct 432 
Ala Glu Val Gin Glu Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 



22 



aag ata caa cac aat aaa gta gta aag gcc caa ctg tgg ata tat ctg 4 80 

Lys lie Gin His Asn Lys Val Val Lys Ala Gin Leu Trp lie Tyr Leu 
145 150 155 160 

aga cct gtc aag act cct aca aca gtg ttt gtg caa ate ctg aga etc 528 
Arg Pro Val Lys Thr Pro Thr Thr Val Phe Val Gin He Leu Arg Leu 
165 170 175 

ate aaa ccc atg aaa gac ggt aca agg tat act gga ate cga tct ctg 576 
He Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser Leu 
180 185 190 

aaa ctt gac atg aac cea gge act ggt att tgg eag age att gat gtg 624 
Lys Leu Asp Met Asn Pro Gly Thr Gly He Trp Gin Ser He Asp Val 
195 200 205 

aag aca gtg ttg caa aac tgg etc aaa caa cct gaa tec aac tta gge 672 
Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 

i;?tt gaa ate aaa get tta gat gag aat ggt eat gat ett get gta ace 72 0 

ijjle Glu He Lys Ala Leu Asp Glu Asn Gly His Asp Leu Ala Val Thr 
[if25 230 235 240 

= if*^*= gaa cca gga gaa gaa gga ctg aat cct ttt tta gaa gtc aag 768 

CP'^^ ^-^^ ^-"-^ "^ly I'S'^ ^sn Pro Phe Leu Glu Val Lys 

=1 245 250 255 



==5ta aca gac aca cca aaa aga tct agg aga gat ttt ggg ett gat tgt 816 
"7^-^ "^^^ -^^P "^^^ 'Ssr Arg Arg Asp Phe Gly Leu Asp Cys 

Cj 260 265 270 

iifat gag cac tee aca gaa tct cga tge tgt cgt tac cct eta act gtg 864 
16^^ '^^^ "^^^ "^l^ -^^g Cys Cys Arg Tyr Pro Leu Thr Val 

jEJ 275 280 285 

="'gat ttt gaa get ttt gga tgg gat tgg att att gca cct aaa aga tat 912 

Asp Phe Glu Ala Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr 

290 295 300 

aag gcc aat tac tge tct gga gaa tgt gaa ttt tta ttt ttg caa aag 960 
Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Leu Phe Leu Gin Lys 
305 310 315 320 

tat ect cat ace eat ett gtg eac caa gca aac ccc aaa ggt tea gee 1008 
Tyr Pro His Thr His Leu Val His Gin Ala Asn Pro Lys Gly Ser Ala 
325 330 335 

gge cct tge tgt act cct aca aag atg tct cea att aat atg eta tat 1056 
Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu Tyr 
340 345 350 

ttt aat gge aaa gaa caa ata ata tat ggg aag att cea gge atg gta 1104 
Phe Asn Gly Lys Glu Gin He He Tyr Gly Lys He Pro Gly Met Val 
355 360 365 

gta gat cgc tgt ggg tge tea tga 112 8 

Val Asp Arg Cys Gly Cys Ser 
370 375 



23 



<210> 16 
<211> 375 
<212> PRT 
<213> Ovine 



<400> 16 
Met Gin Lys Leu 
1 

Val Ala Gly Pro 
20 

Val Glu Lys Lys 
35 

Lys Ser Ser Arg 
50 

Arg Leu Glu Thr 
65 

Leu Pro Lys Ala 

Gin Arg Asp Asp 
I 100 
Sval Thr Thr Glu 

pAla Glu Val Gin 
^ 130 
%ys lie Gin His 

xllArg Pro Val Lys 

I lie Lys Pro Met 
3 180 
jgLys Leu Asp Met 

pjys Thr Val Leu 
!I 210 

=ile Glu lie Lys 
'=^225 
Phe Pro Glu Pro 

Val Thr Asp Thr 
260 

Asp Glu His Ser 
275 

Asp Phe Glu Ala 
290 

Lys Ala Asn Tyr 
305 

Tyr Pro His Thr 

Gly Pro Cys Cys 
340 

Phe Asn Gly Lys 
355 

Val Asp Arg Cys 
370 



Gin lie Phe Val 
5 

Val Asp Leu Asn 

Gly Leu Cys Asn 
40 

Leu Glu Ala lie 
55 

Ala Pro Asn lie 
70 

Pro Pro Leu Arg 
85 

Ser Ser Asp Gly 

Thr Val lie Thr 
120 

Glu Lys Pro Lys 
135 

Asn Lys Val Val 
150 

Thr Pro Thr Thr 
165 

Lys Asp Gly Thr 

Asn Pro Gly Thr 
200 

Gin Asn Trp Leu 
215 

Ala Leu Asp Glu 
230 

Gly Glu Glu Gly 
245 

Pro Lys Arg Ser 

Thr Glu Ser Arg 
280 

Phe Gly Trp Asp 
295 

Cys Ser Gly Glu 
310 

His Leu Val His 
325 

Thr Pro Thr Lys 

Glu Gin He He 
360 

Gly Cys Ser 
375 



Tyr He Tyr Leu 
10 

Glu Asn Ser Glu 
25 

Ala Cys Leu Trp 

Lys He Gin He 
60 

Ser Lys Asp Ala 
75 

Glu Leu He Asp 
90 

Ser Leu Glu Asp 
105 

Met Pro Thr Glu 

Cys Cys Phe Phe 
140 

Lys Ala Gin Leu 
155 

Val Phe Val Gin 
170 

Arg Tyr Thr Gly 
185 

Gly He Trp Gin 

Lys Gin Pro Glu 
220 

Asn Gly His Asp 
235 

Leu Asn Pro Phe 
250 

Arg Arg Asp Phe 
265 

Cys Cys Arg Tyr 

Trp He He Ala 
300 

Cys Glu Phe Leu 
315 

Gin Ala Asn Pro 
330 

Met Ser Pro He 
345 

Tyr Gly Lys He 



Phe Met Leu Leu 
15 

Gin Lys Glu Asn 
30 

Arg Gin Asn Asn 
45 

Leu Ser Lys Leu 

He Arg Gin Leu 
80 

Gin Tyr Asp Val 
95 

Asp Asp Tyr His 
110 

Ser Asp Leu Leu 
125 

Lys Phe Ser Ser 

Trp He Tyr Leu 
160 

He Leu Arg Leu 
175 

He Arg Ser Leu 
190 

Ser He Asp Val 
205 

Ser Asn Leu Gly 

Leu Ala Val Thr 
240 

Leu Glu Val Lys 
255 

Gly Leu Asp Cys 
270 

Pro Leu Thr Val 
285 

Pro Lys Arg Tyr 

Phe Leu Gin Lys 
320 

Lys Gly Ser Ala 
335 

Asn Met Leu Tyr 
350 

Pro Gly Met Val 
365 



<210> 17 
<211> 1128 
<212> DNA 



24 

<213> Meleagris gallopavo 

<220> 

<221> CDS 

<222> {!)... (1125) 

<400> 17 

atg caa aag eta gca gtc tat gtt tat att tac ctg ttc atg cag att 4 8 

Met Gin Lys Leu Ala Val Tyr Val Tyr lie Tyr Leu Phe Met Gin lie 
15 10 15 

tta gtt cat ccg gtg get ctt gat ggc agt agt cag ccc aca gag aac 96 
Leu Val His Pro Val Ala Leu Asp Gly Ser Ser Gin Pro Thr Glu Asn 
20 25 30 

get gaa aaa gac gga ctg tgc aat get tgc acg tgg aga cag aat act 144 
Ala Glu Lys Asp Gly Leu Cys Asn Ala Cys Thr Trp Arg Gin Asn Thr 
35 40 45 

aaa tee tec aga ata gaa gee ata aaa att caa ate etc age aaa ctg 192 
Lys Ser Ser Arg lie Glu Ala lie Lys lie Gin lie Leu Ser Lys Leu 
50 55 60 

■Scgc ctg gaa caa gca cet aac att age agg gac gtt att aaa caa ctt 24 0 

■f^Arg Leu Glu Gin Ala Pro Asn lie Ser Arg Asp Val lie Lys Gin Leu 
;l= 65 70 75 80 

'=4tta cee aaa get ect ceg ctg cag gaa ctg att gat cag tat gac gtc 28 8 

iiJLeu Pro Lys Ala Pro Pro Leu Gin Glu Leu lie Asp Gin Tyr Asp Val 
p 85 90 95 

r->pag aga gac gac agt age gat ggc tet ttg gaa gac gat gac tat cat 33 5 

"?=Gln Arg Asp Asp Ser Ser Asp Gly Ser Leu Glu Asp Asp Asp Tyr His 
100 105 110 

■j'Scc aca ace gaa acg att ate aca atg cet acg gag tet gat ttt ctt 3 84 

Ckla Thr Thr Glu Thr He lie Thr Met Pro Thr Glu Ser Asp Phe Leu 
H 115 120 125 

gta caa atg gag gga aaa cea aaa tgt tgc ttc ttt aag ttt age tet 432 
Val Gin Met Glu Gly Lys Pro Lys Cys Cys Phe Phe Lys Phe Ser Ser 
130 135 140 

aaa ata caa tat aac aaa gta gta aag gca caa tta tgg ata tac ttg 48 0 

Lys He Gin Tyr Asn Lys Val Val Lys Ala Gin Leu Trp He Tyr Leu 
145 150 155 160 

agg caa gtc caa aaa cet aca acg gtg ttt gtg cag ate ctg aga etc 52 8 

Arg Gin Val Gin Lys Pro Thr Thr Val Phe Val Gin He Leu Arg Leu 
165 170 175 

att aaa ccc atg aaa gac ggt aca aga tat act gga att cga tet ttg 576 
He Lys Pro Met Lys Asp Gly Thr Arg Tyr Thr Gly He Arg Ser Leu 
180 185 190 

aaa ctt gac atg aac cca ggc act ggt ate tgg cag agt att gat gtg 624 
Lys Leu Asp Met Asn Pro Gly Thr Gly He Trp Gin Ser He Asp Val 
195 200 205 



aag aca gtg ttg caa aat tgg etc aaa cag cet gaa tec aat tta gge 



672 



'25 

Lys Thr Val Leu Gin Asn Trp Leu Lys Gin Pro Glu Ser Asn Leu Gly 
210 215 220 



ate gaa ata aaa get ttt gat gag aat gga cga gat ctt get gta aca 720 
lie Glu lie Lys Ala Phe Asp Glu Asn Gly Arg Asp Leu Ala Val Thr 
225 230 235 240 

ttc oca gga cca ggt gaa gat gga ctg aac cca ttt tta gag gtc aga 768 
Phe Pro Gly Pro Gly Glu Asp Gly Leu Asn Pro Phe Leu Glu Val Arg 
245 250 255 

gtt aca gac aca cca aaa egg tec cgc aga gat ttt ggc ctt gac tgc 816 
Val Thr Asp Thr Pro Lys Arg Ser Arg Arg Asp Phe Gly Leu Asp Cys 
260 265 270 

gac gag cac tea acg gaa tct cga tgt tgt cgc tac ccg ctg aca gtg 864 
Asp Glu His Ser Thr Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val 
275 280 285 

gat ttt gaa get ttt gga tgg gac tgg att ata gca cct aaa aga tac 912 
Asp Phe Glu Ala Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg Tyr 
290 295 300 

'^^^ 9cc aat tac tgc tct gga gaa tgt gaa ttc gta ttt eta cag aaa 960 
'^jLys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Phe Val Phe Leu Gin Lys 
41305 310 315 320 

^\tac ccg cac act cac ctg gta cac caa gca aat cca aga ggc tea gca 10 08 

iljryr Pro His Thr His Leu Val His Gin Ala Asn Pro Arg Gly Ser Ala 
O 325 330 335 

j=gge cct tgc tgc aca cec acc aag atg tec cct ata aac atg ctg tat 1056 

jSsly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu Tyr 
S= 340 345 350 

'l?*^^ 99^ 3.ta ata tat gga aag ata cca gee atg gtt 1104 

&he Asn Gly Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ala Met Val 
!= 3 55 3 60 3 65 

gta gat cgt tgc ggg tgc tea tga 1128 
Val Asp Arg Cys Gly Cys Ser 
370 375 



<210> 18 
<211> 375 
<212> PRT 

<213> Meleagris gallopavo 
<400> 18 

Met Gin Lys Leu Ala Val Tyr Val 

1 5 
Leu Val His Pro Val Ala Leu Asp 
20 

Ala Glu Lys Asp Gly Leu Cys Asn 

35 40 
Lys Ser Ser Arg lie Glu Ala lie 

50 55 
Arg Leu Glu Gin Ala Pro Asn lie 
65 70 



Tyr lie Tyr Leu Phe Met Gin lie 

10 15 
Gly Ser Ser Gin Pro Thr Glu Asn 
25 30 
Ala Cys Thr Trp Arg Gin Asn Thr 
45 

Lys lie Gin lie Leu Ser Lys Leu 
60 

Ser Arg Asp Val lie Lys Gin Leu 
75 80 



Leu Pro Lys Ala 

Gin Arg Asp Asp 
100 

Ala Thr Thr Glu 
115 

Val Gin Met Glu 
130 

Lys lie Gin Tyr 
145 

Arg Gin Val Gin 

lie Lys Pro Met 
180 

Lys Leu Asp Met 
195 

Lys Thr Val Leu 
210 

lie Glu lie Lys 
225 

Phe Pro Gly Pro 
'JVal Thr Asp Thr 

;f; 260 

'ijAsp Glu His Ser 

i"=Asp Phe Glu Ala 

H 2 90 

LijLys Ala Asn Tyr 
O3 05 

=: Tyr Pro His Thr 

J^ly Pro Cys Cys 

m 340 

■rPhe Asn Gly Lys 
i 355 

^-=Val Asp Arg Cys 
370 



Pro Pro Leu Gin 
85 

Ser Ser Asp Gly 

Thr lie lie Thr 
120 

Gly Lys Pro Lys 
135 

Asn Lys Val Val 
150 

Lys Pro Thr Thr 
165 

Lys Asp Gly Thr 

Asn Pro Gly Thr 
200 

Gin Asn Trp Leu 
215 

Ala Phe Asp Glu 
230 

Gly Glu Asp Gly 
245 

Pro Lys Arg Ser 

Thr Glu Ser Arg 
280 

Phe Gly Trp Asp 
295 

Cys Ser Gly Glu 
310 

His Leu Val His 
325 

Thr Pro Thr Lys 

Glu Gin lie lie 
360 

Gly Cys Ser 
375 



' 26 

Glu Leu lie Asp 
90 

Ser Leu Glu Asp 
105 

Met Pro Thr Glu 

Cys Cys Phe Phe 
140 

Lys Ala Gin Leu 
155 

Val Phe Val Gin 
170 

Arg Tyr Thr Gly 
185 

Gly lie Trp Gin 

Lys Gin Pro Glu 
220 

Asn Gly Arg Asp 
235 

Leu Asn Pro Phe 
250 

Arg Arg Asp Phe 
265 

Cys Cys Arg Tyr 

Trp lie lie Ala 
300 

Cys Glu Phe Val 
315 

Gin Ala Asn Pro 
330 

Met Ser Pro lie 
345 

Tyr Gly Lys lie 



Gin Tyr Asp Val 
95 

Asp Asp Tyr His 
110 

Ser Asp Phe Leu 
125 

Lys Phe Ser Ser 

Trp lie Tyr Leu 
160 

lie Leu Arg Leu 
175 

lie Arg Ser Leu 
190 

Ser lie Asp Val 
205 

Ser Asn Leu Gly 

Leu Ala Val Thr 
240 

Leu Glu Val Arg 
255 

Gly Leu Asp Cys 
270 

Pro Leu Thr Val 
285 

Pro Lys Arg Tyr 

Phe Leu Gin Lys 
320 

Arg Gly Ser Ala 
335 

Asn Met Leu Tyr 
350 

Pro Ala Met Val 
365 



<210> 19 

<211> 1125 

<212> DMA 

<213> Danio rerio 

<220> 

<221> CDS 

<222> (1) . . . (1122) 



<400> 19 

atg cat ttt aca cag gtt tta att tct eta agt gta tta att gca tgt 4 8 

Met His Phe Thr Gin Val Leu lie Ser Leu Ser Val Leu lie Ala Cys 
15 10 15 

ggt cca gtg ggt tat gga gat ata acg gcg cac cag cag cct tec aca 96 
Gly Pro Val Gly Tyr Gly Asp lie Thr Ala His Gin Gin Pro Ser Thr 
20 25 30 

gcc acg gag gaa age gag ctg tgt tec aca tgt gag tte aga caa cac 144 
Ala Thr Glu Glu Ser Glu Leu Cys Ser Thr Cys Glu Phe Arg Gin His 
35 40 45 



27 

age aag ctg atg aga ctg cat gcc ate aag tec caa att ctt age aaa 192 
Ser Lys Leu Met Arg Leu His Ala lie Lys Ser Gin lie Leu Ser Lys 
50 55 60 

etc cga etc aag eag get cea aac ate age egg gac gtg gtc aag cag 240 
Leu Arg Leu Lys Gin Ala Pro Asn lie Ser Arg Asp Val Val Lys Gin 
65 70 75 80 

ctg tta ecc aaa gca eeg ect ttg caa caa ctt ctg gat cag tac gat 288 
Leu Leu Pro Lys Ala Pro Pro Leu Gin Gin Leu Leu Asp Gin Tyr Asp 
85 90 95 

gtt tta gga gat gac agt aag gat gga get gtg gaa gag gac gat gaa 336 
Val Leu Gly Asp Asp Ser Lys Asp Gly Ala Val Glu Glu Asp Asp Glu 
100 105 110 

eat gee ace aca gag ace ate atg acc atg gcc aca gaa cct gac ccc 384 
His Ala Thr Thr Glu Thr lie Met Thr Met Ala Thr Glu Pro Asp Pro 
115 120 125 

;™^att gtt caa gta gat egg aaa ccg aag tgt tgc ttt ttc tec ttc agt 432 
Jpjile Val Gin Val Asp Arg Lys Pro Lys Cys Cys Phe Phe Ser Phe Ser 
S 130 135 140 

' ccg aag ate caa gcg aac egg ate gta aga gcg cag etc tgg gtt cat 480 

i===Pro Lys lie Gin Ala Asn Arg lie Val Arg Ala Gin Leu Trp Val His 
'=''ll45 150 155 160 

i=ptg aga ccg gcg gag gag gcg acc acc gtc ttc tta cag ata tct egg 52 8 

J, Leu Arg Pro Ala Glu Glu Ala Thr Thr Val Phe Leu Gin lie Ser Arg 

i=| 165 170 175 

■||;tg atg ecc gtt aag gac gga gga aga eac cga ata cga tec ctg aaa 5 76 

=;ieu Met Pro Val Lys Asp Gly Gly Arg His Arg lie Arg Ser Leu Lys 
i 190 

5=sate gac gtg aac gca gga gtc aeg tct tgg eag agt ata gac gta aag 624 
lie Asp Val Asn Ala Gly Val Thr Ser Trp Gin Ser lie Asp Val Lys 
195 200 205 

cag gtg etc aeg gtg tgg tta aaa caa ccg gag ace aac cga ggc ate 672 
Gin Val Leu Thr Val Trp Leu Lys Gin Pro Glu Thr Asn Arg Gly lie 
210 215 220 

gag att aac gca tat gac gcg aag gga aac gac ttg gcc gtc act tea 720 
Glu lie Asn Ala Tyr Asp Ala Lys Gly Asn Asp Leu Ala Val Thr Ser 
225 230 235 240 

ace gag act ggg gag gat gga ctg etc ecc ttt atg gag gtg aaa ata 768 
Thr Glu Thr Gly Glu Asp Gly Leu Leu Pro Phe Met Glu Val Lys lie 
245 250 255 

tea gag ggc cca aaa cga ate egg agg gac tec gga ctg gac tgc gat 816 
Ser Glu Gly Pro Lys Arg lie Arg Arg Asp Ser Gly Leu Asp Cys Asp 
260 265 270 



gag aat tee tea gag tct cgc tgc tgc agg tac cct etc act gtg gac 
Glu Asn Ser Ser Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val Asp 
275 280 285 



864 



"28 



ttc gag gac ttt ggc tgg gac tgg att att get cca aaa cgc tat aag 912 
Phe Glu Asp Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr Lys 
290 295 300 

gcg aat tac tgt tea gga gaa tgc gac tac atg tac ctg cag aag tat 960 
Ala Asn Tyr Cys Ser Gly Glu Cys Asp Tyr Met Tyr Leu Gin Lys Tyr 
305 310 315 320 

ccc cac acc cat ctg gtg aac aag gcc agt ccg aga gga acg get ggg 1008 
Pro His Thr His Leu Val Asn Lys Ala Ser Pro Arg Gly Thr Ala Gly 
325 330 335 

ecc tgc tgc act ccc acc aag atg tct ccc ate aac atg ctt tac ttt 1056 
Pro Cys Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu Tyr Phe 
340 345 350 

aac ggc aaa gag cag ate ate tac ggc aag ate ect teg atg gta gta 1104 
Asn Gly Lys Glu Gin He He Tyr Gly Lys He Pro Ser Met Val Val 
355 360 365 

=:^ac cgc tgt ggc tgc tea tga 112 5 

''3^sp Arg Cys Gly Cys Ser 
370 



5'='<210> 20 

S|:211> 374 

|ii:212> PRT 

=:!:3;213> Danio rerio 

=;^400> 20 

Tilet His Phe Thr Gin Val Leu He Ser Leu Ser Val Leu He Ala Cys 

:'. 15 10 15 

'ifely Pro Val Gly Tyr Gly Asp He Thr Ala His Gin Gin Pro Ser Thr 
£ 20 25 30 

"Ala Thr Glu Glu Ser Glu Leu Cys Ser Thr Cys Glu Phe Arg Gin His 
35 40 45 

Ser Lys Leu Met Arg Leu His Ala He Lys Ser Gin He Leu Ser Lys 

50 55 60 

Leu Arg Leu Lys Gin Ala Pro Asn He Ser Arg Asp Val Val Lys Gin 
65 70 75 80 

Leu Leu Pro Lys Ala Pro Pro Leu Gin Gin Leu Leu Asp Gin Tyr Asp 

85 90 95 

Val Leu Gly Asp Asp Ser Lys Asp Gly Ala Val Glu Glu Asp Asp Glu 

100 105 110 

His Ala Thr Thr Glu Thr He Met Thr Met Ala Thr Glu Pro Asp Pro 

115 120 125 

He Val Gin Val Asp Arg Lys Pro Lys Cys Cys Phe Phe Ser Phe Ser 

130 135 140 

Pro Lys He Gin Ala Asn Arg He Val Arg Ala Gin Leu Trp Val His 
145 150 155 160 

Leu Arg Pro Ala Glu Glu Ala Thr Thr Val Phe Leu Gin He Ser Arg 

165 170 175 

Leu Met Pro Val Lys Asp Gly Gly Arg His Arg He Arg Ser Leu Lys 

180 185 190 

He Asp Val Asn Ala Gly Val Thr Ser Trp Gin Ser He Asp Val Lys 

195 200 205 

Gin Val Leu Thr Val Trp Leu Lys Gin Pro Glu Thr Asn Arg Gly He 
210 215 220 



m n 

Vj-L u. 


X J. c 


Asn 


Ala 


Tyr 


Asp 


Ala 


Lys 


O **> IT 










230 






iiiir 




Thr Gly Glu 


Asp 


Gly Leu 










245 








Se2r 


G±U 


Gly 


Pro 


Lys 


Arg 


He 


Arg 








260 












Asn 


Ser 


Ser 


Glu 


Ser 


Arg 


Cys 






275 










280 


XT lie 


o±U 


Asp 


Phe 


Gly 


Trp 


Asp 


Trp 




o o 










295 




AT 3 

n.X ct 


As XI 


Tyr 


Cys 


Ser 




Glu 


Cys 


"5 A C 










310 






ir X O 


IlX S 


Thr 


His 


Leu 


VaX 


Asn 


Lys 










325 








Pro 


Cys 


Cys 


Thr 


Pro 


Thr 


Lys 


Met 








340 










Asn 


Gly 


Lys 


Glu 


Gin 


He 


He 


Tyr 






355 










360 


Asp 


Arg 


Cys 


Gly 


Cys 


Ser 







370 



'29 



Gly Asn Asp Leu Ala 


Val 


Thr 


Ser 




235 










240 


Leu Pro 


Phe 


Met 


Glu 


Val 


Lys 


He 


250 










255 




Arg Asp 


Ser 


Gly 


Leu 


Asp 


Cys 


Asp 


265 








270 






Cys Arg 


Tyr 


Pro 


Leu 


Thr 


Val 


Asp 








285 








He He 


Ala 


Pro 


Lys 


Arg 


Tyr 


Lys 






300 










Asp Tyr 


Met 


Tyr 


Leu 


Gin 


Lys 


Tyr 




315 










320 


Ala Ser 


Pro 


Arg 


Gly 


Thr 


Ala 


Gly 


330 










335 




Ser Pro 


He 


Asn 


Met 


Leu 


Tyr 


Phe 


345 








350 






Gly Lys 


He 


Pro 


Ser 


Met 


Val 


Val 



365 



„,<210> 21 
=;5<211> 4 
:yc212> PRT 

-;sk213> Artificial Sequence 
=^22 0> 

.<22 3> proteolytic cleavage site 

;:J:221> VARIANT 

r<222> (0) . . . (0) 

===5:223 > Xaa = Any Amino Acid 

J<400> 21 
y^rg Xaa Xaa Arg 
t 1 

-<210> 22 
<211> 4 
<212> PRT 
<213> Eukaryotes 



<220> 

<221> SITE 
<222> (0) . . . (0) 

<223> proteolytic processing site 



<400> 22 
Arg Ser Arg Arg 
1 

<210> 23 

<211> 4 

<212> PRT 

<213> Eukaryotes 



<220> 

<221> SITE 
<222> (0) . . . (0) 

<223> proteolytic processing site 



30 



<400> 23 

Arg lie Arg Arg 



<210> 24 

<211> 1393 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (54) . . . (1274) 
<223> GDF-11 

<400> 24 

ccgcgggact ccggcgtccc cgccccccag tcctccctcc cctcccctcc age atg 56 

Met 
1 

gtg ete gcg gee ccg ctg ctg ctg ggc ttc ctg etc etc gee ctg gag 104 
^».yal I^eu Ala Ala Pro Leu Leu Leu Gly Phe Leu Leu Leu Ala Leu Glu 
5 10 15 



=ACtg egg ccc egg ggg gag gcg gcc gag ggc ccc gcg gcg gcg gcg gcg 152 
#Leu Arg Pro Arg Gly Glu Ala Ala Glu Gly Pro Ala Ala Ala Ala Ala 
H 20 25 30 

hp^9 gcg geg gcg geg gca gcg gcg ggg gtc ggg ggg gag cgc tee age 2 00 

A-Ls Ala Ala Ala Ala Ala Gly Val Gly Gly Glu Arg Ser Ser 
3 5 4 0 45 

|±:gg cca gcc ccg tec gtg gcg ccc gag ccg gac ggc tgc ccc gtg tge 248 
'l^rg Pro Ala Pro Ser Val Ala Pro Glu Pro Asp Gly Cys Pro Val Cys 
'i! ^° 55 60 65 

rgtt tgg egg cag eac age cgc gag ctg cgc eta gag age ate aag teg 2 96 

Trp Arg Gin His Ser Arg Glu Leu Arg Leu Glu Ser lie Lys Ser 
70 75 80 

eag ate ttg age aaa ctg egg etc aag gag gcg ccc aac ate age cgc 344 
Gin lie Leu Ser Lys Leu Arg Leu Lys Glu Ala Pro Asn He Ser Arg 
85 90 95 

gag gtg gtg aag eag ctg ctg ccc aag geg ccg ccg ctg cag eag ate 392 
Glu Val Val Lys Gin Leu Leu Pro Lys Ala Pro Pro Leu Gin Gin lie 
100 105 110 

ctg gac eta cac gac ttc eag ggc gac gcg ctg cag ccc gag gac ttc 44 0 

Leu Asp Leu His Asp Phe Gin Gly Asp Ala Leu Gin Pro Glu Asp Phe 
115 120 125 

ctg gag gag gac gag tae cac gcc ace ace gag acc gtc att age atg 488 
Leu Glu Glu Asp Glu Tyr His Ala Thr Thr Glu Thr Val He Ser Met 
130 135 140 145 



gee cag gag acg gac cca gca gta cag aca gat ggc age cct etc tgc 
Ala Gin Glu Thr Asp Pro Ala Val Gin Thr Asp Gly Ser Pro Leu Cys 
150 155 160 



536 



31 

tgc cat ttt cac ttc age ccc aag gtg atg ttc aca aag gta ctg aag 
Cys His Phe His Phe Ser Pro Lys Val Met Phe Thr Lys Val Leu Lys 
165 170 175 

gcc cag ctg tgg gtg tac eta egg cot gta ccc cgc cca gcc aca gtc 
Ala Gin Leu Trp Val Tyr Leu Arg Pro Val Pro Arg Pro Ala Thr Val 
ISO 185 190 

tac ctg cag ate ttg cga eta aaa ccc eta act ggg gaa ggg acc gca 
Tyr Leu Gin He Leu Arg Leu Lys Pro Leu Thr Gly Glu Gly Thr Ala 
195 200 205 



ggg gga ggg ggc gga ggc egg cgt cac ate egt ate cge tea ctg aag 
Gly Gly Gly Gly Gly Gly Arg Arg His He Arg He Arg Ser Leu Lys 
210 215 220 225 

att gag ctg cac tea cgc tea ggc cat tgg cag age ate gac ttc aag 
He Glu Leu His Ser Arg Ser Gly His Trp Gin Ser He Asp Phe Lys 
230 235 240 

caa gtg eta cac age tgg ttc cge cag cca cag age aac tgg ggc ate 
pin Val Leu His Ser Trp Phe Arg Gin Pro Gin Ser Asn Trp Gly He 
% 245 250 255 

i'g^g ^tc aac gee ttt gat ccc agt ggc aca gac ctg get gtc acc tec 
"Glu He Asn Ala Phe Asp Pro Ser Gly Thr Asp Leu Ala Val Thr Ser 
260 265 270 

yjbtg ggg ccg gga gcc gag ggg ctg cat eca ttc atg gag ctt cga gtc 
ri;jieu Gly Pro Gly Ala Glu Gly Leu His Pro Phe Met Glu Leu Arg Val 
275 280 285 

aac aca aaa cgt tec egg egg aac ctg ggt ctg gac tgc gac 
=4 Leu Glu Asn Thr Lys Arg Ser Arg Arg Asn Leu Gly Leu Asp Cys Asp 
'|290 295 300 305 

^-^gag cac tea age gag tec cgc tgc tgc cga tat ccc etc aca gtg gac 
i'^'eiu His Ser Ser Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr Val Asp 
310 315 320 

ttt gag get ttc ggc tgg gac tgg ate ate gca cet aag cge tac aag 
Phe Glu Ala Phe Gly Trp Asp Trp He He Ala Pro Lys Arg Tyr Lys 
325 330 335 



gcc aac tac tgc tec ggc cag tgc gag tae atg ttc atg caa aaa tat 
Ala Asn Tyr Cys Ser Gly Gin Cys Glu Tyr Met Phe Met Gin Lys Tyr 
340 345 350 

ccg eat acc eat ttg gtg eag cag gcc aat cca aga ggc tet get ggg 
Pro His Thr His Leu Val Gin Gin Ala Asn Pro Arg Gly Ser Ala Gly 
355 360 365 

ccc tgt tgt ace ccc acc aag atg tee cca ate aac atg cte tac ttc 
Pro Cys Cys Thr Pro Thr Lys Met Ser Pro He Asn Met Leu Tyr Phe 
370 375 380 385 



aat gac aag cag cag att ate tae ggc aag ate cet ggc atg gtg gtg 
Asn Asp Lys Gin Gin He He Tyr Gly Lys He Pro Gly Met Val Val 
390 395 400 



32 

gat cgc tgt ggc tgc tct taagtgggtc actacaagct gctggagcaa 13 04 

Asp Arg Cys Gly Cys Ser 
405 

agacttggtg ggtgggtaac ttaacctctt cacagaggat aaaaaatgct tgtgagtatg 1364 
acagaaggga ataaacaggc ttaaagggt 13 93 

<210> 25 
<211> 407 
<212> PRT 

<213> Homo sapiens 



<400> 25 
Met Val Leu Ala 
1 

Glu Leu Arg Pro 
20 

Ala Ala Ala Ala 
35 

Ser Arg Pro Ala 
50 

Cys Val Trp Arg 
65 

Ser Gin lie Leu 

Arg Glu Val Val 
100 

lie Leu Asp Leu 
115 

Phe Leu Glu Glu 
130 

Met Ala Gin Glu 
145 

Cys Cys His Phe 

Lys Ala Gin Leu 
180 

Val Tyr Leu Gin 
195 

Ala Gly Gly Gly 
210 

Lys lie Glu Leu 
225 

Lys Gin Val Leu 

lie Glu lie Asn 
260 

Ser Leu Gly Pro 
275 

Val Leu Glu Asn 
290 

Asp Glu His Ser 
305 

Asp Phe Glu Ala 

Lys Ala Asn Tyr 
340 

Tyr Pro His Thr 
355 

Gly Pro Cys Cys 



Ala Pro Leu Leu 
5 

Arg Gly Glu Ala 

Ala Ala Ala Ala 
40 

Pro Ser Val Ala 
55 

Gin His Ser Arg 
70 

Ser Lys Leu Arg 
85 

Lys Gin Leu Leu 

His Asp Phe Gin 
120 

Asp Glu Tyr His 
135 

Thr Asp Pro Ala 
150 

His Phe Ser Pro 
165 

Trp Val Tyr Leu 

lie Leu Arg Leu 
200 

Gly Gly Gly Arg 
215 

His Ser Arg Ser 
230 

His Ser Trp Phe 
245 

Ala Phe Asp Pro 

Gly Ala Glu Gly 
280 

Thr Lys Arg Ser 
295 

Ser Glu Ser Arg 
310 

Phe Gly Trp Asp 
325 

Cys Ser Gly Gin 

His Leu Val Gin 
360 

Thr Pro Thr Lys 



Leu Gly Phe Leu 
10 

Ala Glu Gly Pro 
25 

Ala Gly Val Gly 

Pro Glu Pro Asp 
60 

Glu Leu Arg Leu 
75 

Leu Lys Glu Ala 
90 

Pro Lys Ala Pro 
105 

Gly Asp Ala Leu 

Ala Thr Thr Glu 
140 

Val Gin Thr Asp 
155 

Lys Val Met Phe 
170 

Arg Pro Val Pro 
185 

Lys Pro Leu Thr 

Arg His lie Arg 
220 

Gly His Trp Gin 
235 

Arg Gin Pro Gin 
250 

Ser Gly Thr Asp 
265 

Leu His Pro Phe 

Arg Arg Asn Leu 
300 

Cys Cys Arg Tyr 
315 

Trp lie lie Ala 
330 

Cys Glu Tyr Met 
345 

Gin Ala Asn Pro 
Met Ser Pro lie 



Leu Leu Ala Leu 
15 

Ala Ala Ala Ala 
30 

Gly Glu Arg Ser 
45 

Gly Cys Pro Val 

Glu Ser lie Lys 
80 

Pro Asn lie Ser 
95 

Pro Leu Gin Gin 
110 

Gin Pro Glu Asp 
125 

Thr Val lie Ser 

Gly Ser Pro Leu 
160 

Thr Lys Val Leu 
175 

Arg Pro Ala Thr 
190 

Gly Glu Gly Thr 
205 

lie Arg Ser Leu 

Ser lie Asp Phe 
240 

Ser Asn Trp Gly 
255 

Leu Ala Val Thr 
270 

Met Glu Leu Arg 
285 

Gly Leu Asp Cys 

Pro Leu Thr Val 
320 

Pro Lys Arg Tyr 
335 

Phe Met Gin Lys 
350 

Arg Gly Ser Ala 
365 

Asn Met Leu Tyr 



'33 

370 375 380 

Phe Asn Asp Lys Gin Gin lie lie Tyr Gly Lys lie Pro Gly Met Val 
385 390 395 400 

Val Asp Arg Cys Gly Cys Ser 
405 



<2T0> 26 
<211> 476 
<212> DNA 
<213> Salmon- 1 



<220> 

<221> CDS 

<222> (3) . . . (473) 



<400> 26 

gg cag ccg gag acg aat tgg ggg ate gag att aat gcg ttc gac teg 47 
Gin Pro Glu Thr Asn Trp Gly He Glu He Asn Ala Phe Asp Ser 
15 10 15 

aag gga aat gat ctg gcc gtt acc tea gca gaa geg gga gaa gga etg 95 
Lys Gly Asn Asp Leu Ala Val Thr Ser Ala Glu Ala Gly Glu Gly Leu 
20 25 30 

caa ccc ttc atg gag gtg acg att tea gag ggc ecg aag cge tec agg 143 
Gin Pro Phe Met Glu Val Thr He Ser Glu Gly Pro Lys Arg Ser Arg 
35 40 45 

aga gac teg ggc ctg gae tgt gac gag aac tec ccc gag tec egc tgt 191 
Arg Asp Ser Gly Leu Asp Cys Asp Glu Asn Ser Pro Glu Ser Arg Cys 
50 55 60 

tgc cgc tac ccc etc acg gta gac ttt gaa gac ttt ggc tgg gac tgg 239 
Cys Arg Tyr Pro Leu Thr Val Asp Phe Glu Asp Phe Gly Trp Asp Trp 
65 70 75 

att att gcc ccc aag cge tac aag gee aae tac tgc tct ggt gag tgt 287 
He He Ala Pro Lys Arg Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys 
80 85 90 95 

gag tac atg cac ctg cag aag tac ccc eac ace cae etg gtg aae aag 33 5 

Glu Tyr Met His Leu Gin Lys Tyr Pro His Thr His Leu Val Asn Lys 
100 105 110 

get aac ect cge ggc ace gea ggg ccc tgc tgc acc ccc acc aag atg 3 83 

Ala Asn Pro Arg Gly Thr Ala Gly Pro Cys Cys Thr Pro Thr Lys Met 
115 120 125 

tec ccc ate aac atg etc tac ttc aac cgc aaa gag cag ate ate tac 431 
Ser Pro He Asn Met Leu Tyr Phe Asn Arg Lys Glu Gin He He Tyr 
130 135 140 

ggc aag ate ccc tec atg gtg gtg gac cgt tgc gga tgc teg 473 
Gly Lys He Pro Ser Met Val Val Asp Arg Cys Gly Cys Ser 
145 150 155 



tga 



476 



<210> 27 
<211> 157 



<212> PRT 
<213> Salmon-1 



34 



<400> 27 
Gin Pro Glu Thr 
1 

Gly Asn Asp Leu 
20 

Pro Phe Met Glu 
35 

Asp Ser Gly Leu 
50 

Arg Tyr Pro Leu 
65 

lie Ala Pro Lys 

Tyr Met His Leu 
100 

Asn Pro Arg Gly 
115 

Pro lie Asn Met 
130 

Lys lie Pro Ser 
145 



Asn Trp Gly lie 
5 

Ala Val Thr Ser 

Val Thr lie Ser 
40 

Asp Cys Asp Glu 
55 

Thr Val Asp Phe 
70 

Arg Tyr Lys Ala 
85 

Gin Lys Tyr Pro 

Thr Ala Gly Pro 
120 

Leu Tyr Phe Asn 
135 

Met Val Val Asp 
150 



Glu lie Asn Ala 
10 

Ala Glu Ala Gly 
25 

Glu Gly Pro Lys 

Asn Ser Pro Glu 
60 

Glu Asp Phe Gly 
75 

Asn Tyr Cys Ser 
90 

His Thr His Leu 
105 

Cys Cys Thr Pro 

Arg Lys Glu Gin 
140 

Arg Cys Gly Cys 
155 



Phe Asp Ser Lys 
15 

Glu Gly Leu Gin 
30 

Arg Ser Arg Arg 
45 

Ser Arg Cys Cys 

Trp Asp Trp lie 
80 

Gly Glu Cys Glu 
95 

Val Asn Lys Ala 
110 

Thr Lys Met Ser 
125 

lie lie Tyr Gly 
Ser 



<210> 28 
<211> 412 
<212> DNA 
<213> Salmon-2 



<220> 

<2 21> CDS 

<222> (2) . . . (409) 



<400> 28 

g gtt acc tea act gaa gcc gga gaa gga ctg caa ccc ttc atg gag gtg 49 

Val Thr Ser Thr Glu Ala Gly Glu Gly Leu Gin Pro Phe Met Glu Val 
15 10 15 

aag att teg gag ggc ccg aag cgc tec agg aga gat teg ggc ctg gac 97 
Lys lie Ser Glu Gly Pro Lys Arg Ser Arg Arg Asp Ser Gly Leu Asp 
20 25 30 

tgt gat gag aae tec ecc gag tec cgc tge tgc egg tac ccc etc aeg 14 5 

Cys Asp Glu Asn Ser Pro Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr 
35 40 45 

gtg gac ttt gaa gac ttt ggc tgg gac tgg att att gcc ccc aag cgc 193 
Val Asp Phe Glu Asp Phe Gly Trp Asp Trp lie He Ala Pro Lys Arg 
50 55 60 

tac aag gcc aac tac tgc tct ggt gag tgc gag tac atg cac ctg cag 241 
Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Tyr Met His Leu Gin 
65 70 75 80 



aag tac ccc cac acc cac ctg gtg aac aag get aac cct cgc ggc acc 
Lys Tyr Pro His Thr His Leu Val Asn Lys Ala Asn Pro Arg Gly Thr 
85 90 95 

gcg ggg ccc tge tgc ace ccc aec aag atg tee ccc ate aac atg etc 



289 



337 



'35 

Ala Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu 
100 105 110 



tac ttc aac cgc aaa gag cag ate ate tac ggc aag ate ccc tee atg 3 85 

Tyr Phe Asn Arg Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ser Met 
115 120 125 

gtg gtg gac cgc tgc ggc tgc teg tga 412 
Val Val Asp Arg Cys Gly Cys Ser 
130 135 



<210> 29 
<211> 136 
<212> PRT 
<213> Salmon-2 

<400> 29 

Val Thr Ser Thr Glu Ala Gly Glu Gly Leu Gin Pro Phe Met Glu Val 

15 10 15 

Lys lie Ser Glu Gly Pro Lys Arg Ser Arg Arg Asp Ser Gly Leu Asp 

20 25 30 

Cys Asp Glu Asn Ser Pro Glu Ser Arg Cys Cys Arg Tyr Pro Leu Thr 

35 40 45 

Val Asp Phe Glu Asp Phe Gly Trp Asp Trp lie lie Ala Pro Lys Arg 

50 55 60 

Tyr Lys Ala Asn Tyr Cys Ser Gly Glu Cys Glu Tyr Met His Leu Gin 
65 70 75 80 

Lys Tyr Pro His Thr His Leu Val Asn Lys Ala Asn Pro Arg Gly Thr 

85 90 95 

Ala Gly Pro Cys Cys Thr Pro Thr Lys Met Ser Pro lie Asn Met Leu 

100 105 110 

Tyr Phe Asn Arg Lys Glu Gin lie lie Tyr Gly Lys lie Pro Ser Met 

115 120 125 

Val Val Asp Arg Cys Gly Cys Ser 
130 135 



